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AMENDMENT 

In the Specification 

On page 50, please amend the paragraph beginning [00316] with the following: 

1. Combine in a microfuge tube: 
1 ug total RNA/8ul DEPC treated water (Ambion #9922) 

2ul (1 ug) Oligo d(T)22 -- T7 (Operon, 5'TCT AGT CGA CGG CCA GTG AAT TGT AAT 
ACG ACT CAC TAT AGG GCG 3') (SEQ ID NO: 385) 

On page 50, the paragraph beginning [00322] has been amended as follows: 

lul Template Switching Primer (lug/ul) (Operon, 5'-AAG CAG TGG TAT CAA CGC AGA 
GTA CGC GGG-3') (SEQ ID NO: 386) 

Please substitute TABLE 1 with the TABLE 1 amended as follows: 



TABLE 1 



ID# 


Gene Name 


Access io 
n 

Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C1 


c-myc 


X95367 


503 


caagaggacgaagaagaaa 
ttgatgtt 

(SEQ ID NO: 1) 


cgcttccgcaacaagtccttt 
(SEQ ID NO: 2) 


C2 


c-erb B-2 


AB00845 
1 


507 


gtgtttgatggtgacttgggaat 
g (SEQ ID NO: 3) 


gtactccgggttctctgctgtag 
g (SEQ ID NO: 4) 
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ID# 


Gene Name 


Accessio 
n 

Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C3 


Catalase 


AB01291 
8 


506 


gacaaaatgcttcagggtcgtc 
tt 

(SEQ ID NO: 5) 


ccatgctgcataaaggtgtga 
ate 

(SEQ ID NO: 6) 


C4 


p53 


AF06051 
4 


506 


acttttcgacacagtgtggtggt 

g 

(SEQ ID NO: 7) 


cgag ag gtagattg ccccttct 
tt 

(SEQ ID NO: 8) 


C5 


Metallo- 
thionein 2 


AB02804 
2 


330 


gactccagccgccccttct 
(SEQ ID NO: 9) 


aggaatgtagtagcaaaegg 
gtca 

(SEQ ID NO: 10) 


C6 


lnterleukin-2 


U28141 


490 


tcacagtaacctcaactcctgc 
ca 

(SEQ ID NO: 11) 


gtcagtgttgagaagatgcttt 
gaca 

(SEQ ID NO: 12) 


C7 


Metallo- 
thionein 1 


D84397 


376 


gctctgactctccctgtggtctg 
(SEQ ID NO: 13) 


caaacgggaatgtagaaaa 
caagtca (SEQ ID NO: 
14) 


C8 


Intercellular 
adhesion 
molecule- 1 


L31625 


507 


caagtcagagctggaatttccc 
at 

(SEQ ID NO: 15) 


tggaaagaactcccaactgg 
acat 

(SEQ ID NO: 16) 


C9 


Multidrug 
resistant 
protein-1 


AF04501 
6 


510 


ggcaaagagataaagcacct 
gaatg 

(SEQ ID NO: 17) 


atagatgcctttctgagccagc 

ag 

(SEQ ID NO: 18) 


C10 


Beta-actin 


AF02187 
3 


509 


aagtattctgtgtggatcggag 

gc 

(SEQ ID NO: 19) 


caacttcaaggcaattaacca 
ccc 

(SEQ ID NO: 20) 


C11 


Tumor 
necrosis 
factor-alpha 


S74068 


510 


caaattgcctccaactaatcag 
cc 

(SEQ ID NO: 21 ) 


acagggcaatgatcccaaag 
taga 

(SEQ ID NO: 22) 
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ID# 


i 

Gene Name 


Access io 
n 

Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C12 


Nitric oxide 
synthase- 1 , 
inducible 


AF07782 
1 


510 


gtccttgcatcctcattggacct 
(SEQ ID NO: 23) 


gctgttttgctgcaccatcttttt 
(SEQ ID NO: 24) 


C13 


BRCA-1 


U50709 


499 


tttctgggtattgcaggaggaa 
aa 

(SEQ ID NO: 25) 


agtctgcagcagttctgggaat 
ct 

(SEQ ID NO: 26) 


C14 


Metallo- 
thionein-IV 


AB02804 
1 


385 


ctgtgacagcattggagcttctt 
9 

(SEQ ID NO: 27) 


tttacatgagtgtcaccaccac 
ca 

(SEQ ID NO: 28) 


C15 


Tumor 
necrosis 

factor 
receptor 


AF01395 
5 


507 


ggctctgttgttggaaatatacc 
cc 

(obU ID InU. 


cagttcacacaagagacgca 
ttca 


C16 


c-kit 


AF09903 
0 


504 


gagacttggctgctagaaatat 
cctcc (SEQ ID NO: 31) 


aattgatccgcacggaatggt 
(SEQ ID NO:32) 


C17 


CD40 ligand 


AF08671 
1 


508 


ccaatttgaagcctttctcaagg 
a 

(SEQ ID NO: 33) 


gagtaagccaaaagacgtg 
aagcc 

(SEQ ID NO: 34) 


C18 


Cubilin 


AF13706 
8 


508 


tgaatgcacacatgacttcttgg 
a 

(SEQ ID NO: 35) 


tgatggatacactgcatactct 

gcg 

(SEQ ID NO: 36) 


C19 


Alkaline 
phospha- 
tase 


AF14941 
7 


499 


cagatgtggagtatgagatgg 
acga 

(SEQ ID NO: 37) 


agaccaaagatagagttgcc 
ccg 

(SEQ ID NO: 38) 


C20 


Pancreatic 
lipase 


M35302 


490 


actcagagagcatcctcaacc 
ctg 

(SEQ ID NO: 39) 


cagaagctgtgcactgttttctc 
ct 

(SEQ ID NO: 40) 
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ID# 


Gene Name 


Access io 
n 

Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C21 


Apolipoprote 
in Clll 


M17178 


236 


agccctggaggaagaggacc 
cct 

(SEQ ID NO: 41) 


cagaggctggagttggtttgg 
cc 

(SEQ ID NO: 42) 


C22 


lnterleukin-4 


AF05483 
3 


301 


tcacctcccaactgattccaact 
ctgg 

/ccn in Kiev A'ix 
(obU ID NU. 4o) 


gtcttgtttgccatgctgctgag 
gttc 


C23 


Tissue 
inhibitor of 
metalloprote 
inases-1 


AF07781 
7 


492 


cttgtgcaactcccaaatcgtca 
tea (SEQ ID NO: 45) 


gtgcatatccctggctctcttgg 
cag (SEQ ID NO: 46) 


C24 


Ubiquitin 


AB03202 
5 


341 


gcagatttttgtaaagaccctga 

eggg 

(SEQ ID NO: 47) 


acttcttcttgcggcagttgaca 
gcac 

(SEQ ID NO: 48) 


C25 


Matrix 
metallo- 
proteinase-2 


AF09563 
8 


260 


agcggtcagtgtgaaggaggt 

gg 

(SEQ ID NO: 49) 


tgtcccagggcacgatgaagt 
ca 

(SEQ ID NO: 50) 


C26 


lnterleukin-6 


U12234 


493 


cctggtccagatgctaaagag 
caaggt 

(SEQ ID NO: 51) 


acctggctccgaaacatcga 
ggatatt 

(SEQ ID NO: 52) 


C27 


Vascular cell 
adhesion 
molecule 1 
(VCAM-1) 


U32086 


517 


tggaatttgaacccaaacaaa 
ggca 

(SEQ ID NO: 53) 


cccgcatcctctaactggacct 
tgt 

(SEQ ID NO: 54) 


C28 


Phenol 
sulfotrans- 
ferase 


D29807 


495 


gctcccccagaccttgttggatc 
(SEQ ID NO: 55) 


gcatcaaagcgctcattctgg 
(SEQ ID NO: 56) 


C29 


GRP94 


U01153 


503 


aatcccagacatcccctgatca 
aagac 

(SEQ ID NO: 57) 


cacttctttctgtgacccacaat 
ccca 

(SEQ ID NO: 58) 
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ID# 


i 

Gene Name 


\ccessio 
n 

Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C30 


E-selectin 


L23087 


506 ' 


tacacggttgctgtcactggat 
gaaa 

(SEQ ID NO: 59) 


cacccaggtgccccactattc 
atgttt 

(SEQ ID NO: 60) 


C31 


gastric 
lipase 


Y13899 


501 


tgcactatcatcagagcatgcc 
tccct 

(SEQ ID NO: 61) 


tccatcctaggaccccgagat 
catgac 

(SEQ ID NO: 62) 


C32 


HSP27 


U 19368 


503 


ggaccctttccgcgactggtac 
c 

(SEQ ID NO: 63) 


tgatttctgccgactgggtggct 
(SEQ ID NO: 64) 


C33 


IL-10 


U33843 


472 


cgggtccctgctggaggacttt 
aaga 

(SEQ ID NO: 65) 


ggtatgacggggttctccaag 
cagtt 

(SEQ ID NO: 66) 


C34 


caveolin-1 


U47060 


470 


tccgaggggcacctctacacc 

gt 

(SEQ ID NO: 67) 


ttgccaacagcctcaaagaa 

egg 

(SEQ ID NO: 68) 


C35 


H-ras, p21 


U62092 


193 


accatccagctcatccagaac 
cacttc 

(SEQ ID NO: 69) 


tggcaaatacacagagaaa 
gccctccc 

(SEQ ID NO: 70) 


C36 


rab2 


M35521 


514 


agacaagaggtttcagccagt 
gcatga 

(SEQ ID NO: 71) 


gtgtgtggcattagtagcagc 
gtgctg 

(SEQ ID NO: 72) 


C37 


rab5 


M35520 


521 


aagcctagtgcttcgttttgtgaa 
ggg (SEQ ID NO: 73) 


ttggctgcgtgggttcagtaag 
gtcta (SEQ ID NO: 74) 


C38 


rab7 


M35522 


508 


ccccaacacattcaaaaccct 
cgata 

(SEQ ID NO: 75) 


tgtgtgtgtcagggtgaagtgtt 

tgg 

(SEQ ID NO: 76) 
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ID# 


Gene Name 


Accessio 
n 

Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C39 


APO Cll 


M17177 


256 


ctggttctgttgcttgtcctcctgg 
ta 

(SEQ ID NO: 77) 


ggtcagtgaaaatccctgcgt 
aagtgc 

(SEQ ID NO: 78) 


C40 


endothelin-2 


X57038 


330 


ctgtccgcctctgtccccctgtt 
(SEQ ID NO: 79) 


ggagtagggacaacaccca 
gccg 

(SEQ ID NO: 80) 


C41 


FGFR2 


AF21125 
7 


498 


tgattgttcttctgccaccaaaat 
gcc 

(SEQ ID NO: 81) 


taaatacagaacgcacaaca 
cggcgac 

(SEQ ID NO: 82) 


C42 


leptin 


AB02098 
6 


503 


gccttaccctcagggaccttgc 
a (SEQ ID NO: 83) 


gcatgaacaaaacagcctcc 
gcc (SEQ ID NO: 84) 


C43 


prosta- 
glandin D 
synthase 


AB02698 
8 


510 


aggtgtccctgcagcccaactt 
c 

(SEQ ID NO: 85) 


gggcggcggtcacctacttgtt 
c 

(SEQ ID NO: 86) 


C44 


paraoxo- 
nase-2 
(PON2) 


L48515 


472 


caggactccacagcttttcccc 
agata 

(SEQ ID NO: 87) 


ggtgaaatattgatcccatttgc 
tgca 

(SEQ ID NO: 88) 


C45 


beta- 
glucuroni- 
dase 


AF01975 
9 


493 


cgccgtatgtggacgtcatctgt 

gt 

(SEQ ID NO: 89) 


agacagaggcttcagagggc 
gaacg 

(SEQ ID NO: 90) 


C46 


caveolin-2 


AF03922 
3 


359 


ctccaggtgggcttcgaggac 

gt 

(SEQ ID NO: 91) 


tggggtccaagtgctcagtcgt 

g 

(SEQ ID NO: 92) 


C47 


matrix 
metallo- 
proteinase- 
14 


AF03202 
5 


350 


ttcttcaaaggagacaagcact 

gggtg 

(SEQ ID NO: 93) 


tagcctggctctaccttcagctt 
ctgg 

(SEQ ID NO: 94) 
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ID# 


Gene Name 


Accessio 
n 

Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C48 


matrix 
metallo- 
proteinase-9 


AB00642 
1 


471 


gattctccaagggcaagggac 

gc 

(SEQ ID NO: 95) 


tcacgtagcccacttcgtccac 
c 

(SEQ ID NO: 96) 


C49 


IL-8 


U10308 


498 


gtggcccacattgtgaaaactc 
agaaa 

(SEQ ID NO: 97) 


gaccaaggcaaggttgaaa 
agggactc 

(SEQ ID NO: 98) 


C50 


keratinocyte 
growth 
factor 


U80800 


482 


caatgacatgactccagagca 
aatggc 

(SEQ ID NO: 99) 


ttgccataggaagaaagtgg 
gctgttt 

(SEQ ID NO: 100) 


C51 


decorin 


U83141 


505 


gattgaaaatggagccttccag 
ggaat 

(SEQ ID NO: 101) 


ataatttccaagctggatggca 
gagcg 

(SEQ ID NO: 102) 


C52 


glucose-6- 
phospha- 
tase 


U91844 


508 


ctggggatctcagctgcaggat 
tttct 

(SEQ ID NO: 103) 


atcctttcctctccttgccctctc 
etc 

(SEQ ID NO: 104) 


C53 


TGFB-1 


L34956 


489 


gacccttcctgctcctcatggcc 
(SEQ ID NO: 105) 


cttaaatacagcccggcgca 

gcg 

(SEQ ID NO: 106) 


C54 


ZAP36/ 
annexin IV 


D38223 


488 


gacacgtccttcatgttccaga 

gggtg 

(SEQ ID NO: 107) 


ccagatgtgtcacccttgatga 
aggag 

(SEQ ID NO: 108) 


C55 


N-ras 


U62093 


224 


gttggagcaggtggtgttggga 
aaag 

(SEQ ID NO: 109) 


gcaaatacacagaggaagc 
cttcgcc 

(SEQ ID NO: 110) 


C56 


K-ras 


U62094 


228 


gtagttggagctggtggcgtag 
gcaa 

(SEQ ID NO: 111) 


ggcaaatacacaaagaaag 
ccctccc 

(SEQ ID NO: 112) 
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ID# 


Gene Name 


Accessio 
n 

Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C57 


p38 MAPK 


AF00359 
7 


506 


ctggtgacccatcttatgggag 
cagat 

(SEQIDNO: 113) 


tttgcaaagttcatcttcggcat 
ctgg 

(SEQ ID NO: 114) 



Please substitute TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY, with TABLE 
2 TARGET SEQUENCES FOR CANINE ARRAY amended as follows: 



TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C1 


c-myc 


X95367 


caagaggacgaagaagaaattgatgttgtttctgtggaaaaaaggcag 

gcccctgccaaaaggtccgaatcggggtccccctctgctggaggccac 

agcaaacctcctcacagcccactggtccttaagagatgccatgtgtcca 

cccatcagcacaactacgcggcacccccctccaccaggaaggactat 

cccgccgccaagagggcgaggttggacagtggtagagtcctgaaac 

agatcagcaacaaccgcaaatgtgccagccccaggtcttcggacacg 

gaggagaatgacaagaggcgaacacacaacgtcttggagcgccag 

aggaggaacgagctgaaacggagcttctttgccctgcgtgatcagatc 

ccggagttggaaaacaatgaaaaggcccccaaggtagtgatccttaa 

aaaagccaccgcgtacatcctgtccgtccaagccgaggagcaaaag 

ctcctttccgaaaaggacttgttgcggaagcg 

(SEQ ID NO: 115) 


C2 


c-erb B-2 


AB008451 


gtgtttgatggtgacttgggaatgggggcagccaaggggctgcagagc 

cttccctcacaggaccccagccctctccagcggtacagtgaggaccct 

acggtacccttgccccctgagactgatggtaaggttgcccccctgacct 

gcagcccccagcctgaatatgtgaaccagccagaagtttggccgcag 

cccccccttgccctagaaggccctttgcctccttcccgaccggctggtgc 

cactctggaaaggcccaagactctgtcccccaagactctctcccctggc 

aagaatggggttgtcaaagacgtttttgcctttgggagtgctgtggagaat 

ccggagtacctggcaccccggggcagagctgcccctcagccccacc 

ctcctccagccttcagcccagcctttgacaacctgtattactgggaccag 

gatccatcagagcggggctctccacccagcacctttgaagggacccct 

acagcagagaacccggagtac 

(SEQ ID NO: 116) 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C3 


Catalase 


AB012918 


gacaaaatgcttcagggtcgtctttttgcctatcctgacactcaccgccac 

cgcctgggacccaactatcttcagatacctgtgaactgtcctttccgggct 

cgagtggccaactaccaacgggatggccccatgtgcatgctcgacaat 

cagggtggtgctccaaattactaccccaatagctttagtgctcctgaaca 

acagcgttgtgtcctagagcatagcagccaatgttcgccagatgtgcag 

cgcttcaacagtgccaatgaagataatgtcactcaggtgcggaccttct 

atttgaaggtacttggtgaagaggagaggaaacgcctgtgcgagaac 

attgctggccatctgaaggacgcacaacttttcatccagaagaaagcg 

gtcaagaacttcagtgatgtccaccctgactacggggcccgcattcagg 

ctcttttggacaaatacaatgctgagaaacctaagaacgcgattcacac 

ctttatgcagcatgg 

(SEQIDNO: 117) 


C4 


p53 


AF060514 


acttttcgacacagtgtggtggtgccttatgagccacccgaggttggctct 

gactataccaccatccactacaactacatgtgtaacagttcctgcatggg 

aggcatgaaccggcggcccatcctcactatcatcaccctggaagactc 

cagtggaaacgtgctgggacgcaacagctttgaggtacgcgtttgtgcc 

tgtcccgggagagaccgccggactgaggaggagaatttccacaaga 

agggggagccttgtcctgagccaccccccgggagtaccaagcgagc 

actgcctcccagcaccagctcctctcccccgcaaaagaagaagccac 

tagatggagaatatttcacccttcagatccgtgggcgtgaacgctatgag 

atgttcaggaatctgaatgaagccttggagctgaaggatgcccagagt 

ggaaaggagccagggggaagcagggctcactccagccacctgaag 

gcaaagaaggggcaatctacctctcg 

(SEQ ID NO: 118) 


C5 


Metallothionein 2 


AB028042 


gactccagccgccccttctcgccatggatcccaactgctcctgcgccgc 

ggggggctcctgcacgtgcgccggctcctgcaaatgcaaagagtgca 

gatgcacctcctgcaagaagagctgctgctcctgctgccccgtgggctg 

tgccaagtgtgcccagggctgcatctgcaagggcgcatcggacaagt 

gcagctgctgtgcctgatgtgggggagagcctattcctgatgtaaataga 

gcgacgtgtacaaacctacagtttgtggggggttttttggtgctttttgttttg 

ggtccaactctgacccgtttgctactacattcct 

(SEQ ID NO: 119) 


C6 


lnterleukin-2 


U28141 


tcacagtaacctcaactcctgccacaatgtacaaaatgcaactcttgtctt 

gcatcgcactgacgcugiacugicgcaaacagiycauu 

gctctacaaaggaaacagagcaacagatggagcaattactgctggatt 

tacagttgcttttgaatggagttaataattatgagaacccccaactctcca 

ggatgctcacatttaagttttacacgcccaagaaggccacagaatttac 

acaccttcaatgtctagcagaagaactcaaaaacctggaggaagtgct 

aggtttacctcaaagcaaaaacgttcacttgacagacaccaaggaatt 

aatcagcaatatgaatgtaacacttctgaaactaaagggatctgaaac 

aagttacaactgtgaatatgatgacgagacagcaaccattacagaattt 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
NumDer 


Target Sequence 
















ctgaacaaatggattaccttttgtcaaagcatcttctcaacactgac 
(SEQIDNO: 120) 


C7 


Metallothionein 1 


D84397 


gctctgactctccctgtggtctgcctgggacctccgtcctcgcctcgcctc 

gcctcgcctcgcctcgcctgggctcgagatggaccccgactgctcctgc 

ccaccggtggctcctgcacgtgcgctggctcctgcaaatgcaaggagt 

gcaaatgcacctcctgcaagaagagttgctgctcctgctgccccgtggg 

ctgtgccaagtgtgcccagggctgcatctgcaagggtgcgtcggacaa 

gtgcagctgctgtgcctgatgtgtgagaacacctgttcctgatgtatatag 

agcaagcaacatgtacaaacctgcagttttaaagcatttttttcatatcact 

ctgacttgttttctacattcccgtttg 

(SEQ ID NO: 121) 


C8 


Intercellular adhesion 
molecule-1 


L31625 


caagtcagagctggaatttcccattccattggctaagctgctttcctccag 

aggaggactggcaatggtgatacagtttagttggcgacatgcccaggg 

acaacccactgagccccatactcctccccgtcactgacactgacctctg 

ttagccgtctctctccccatacgcatctctgctagtgctcacgatgacatcg 

ctgcatgcctgaacacgaatgaccactcactggcagctaaactgtgga 

gtcccatgaaactgcccaacccctatgtgtccctgcctggtcctgtttccat 

ctcggtggcaccatacaaggacacagcactctggcagcccaaattcct 

gcagagacgagggccctgcaggcagttggcagaagaggccggcga 

ggattcctgtcccagctccggaagcttctctcttgtagtaataaagcttgtct 

gtgggcgcttgtcttgtgtgagtggaggggaggtgtcatgtccagttggg 

agttctttcca 

(SEQ ID NO: 122) 


C9 


Multidrug resistant 
protein-1 


AF045016 


ggcaaagagataaagcacctgaatgtccagtggctccgagcacacct 

gggcatcgtgtctcaggagcccatcctgtttgactgcagcattgccgaga 

acattgcctatggagacaacagccgggtcgtatcacatgaagagattat 

gcaggcagccaaggaggccaacatacaccacttcatcgagacactc 

cctgagaaatacaacaccagagtaggagacaaaggaacccagctct 

ctggtggccagaaacagcgcattgccatagctcgcgctcttgttagaca 

gcctcatattttgcttttggatgaagctacatcagctctggaiacagaaagt 

gaaaaggttgtccaagaagccctggacaaagccagagaaggccgc 

acctgcattgtgatcgcccaccgcttgtccaccatccagaatgcagattt 

aatagtggtgtttcagaatggcaaagtcaaggagcatggcacacatca 

acagctgctggctcagaaaggcatctat 

(SEQIDNO: 123) 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C10 


Beta-actin 


AF021873 


aagtattctgtgtggatcggaggctccatcctggcctcgctgtccaccttc 

cagcagatgtggatcagcaagcaggagtacgacgagtcgggcccct 

ccatcgtccatcgcaaatgcttctagatcgactgcgagcagatgcgtag 

catttgctgcatgagtgaattccgaagtataaattggccctggcaaatgg 

ctagcctcatgaaactggaataagcgctttgaaaagaaatttgtccttga 

agctngtatctgatatatcagcantggattgtagaacttgttgctgatcttg 

acnttgtatccaagttaactgttcccttggtatatgtttaataccgcctattcc 

aggattctctagaggctggcaagagtctgaaccagttgtcatttctgtcttg 

ccggtctaacagggttgggaaggtccgagccttaggacccactttcctgt 

cttacccaatgttttcctgccagaacaccgtgggtggttaattgccttgaa 

gttg 

(SEQ ID NO: 124) 


C11 


Tumor necrosis factor- 
alpha 


S74068 


caaattgcctccaactaatcagccctcttgcccagacagtcaaatcatct 

tctcgaaccccaagtgacaagccagtagctcatgttgtagcaaacccc 

gaagctgaggggcagctccagtggctgagccgacgtgccaatgacct 

cctggccaatgacgtggagctgacagacaaccagctgatagtgccgtc 

agatgggttgtacctcgatagctcccaggtcctcttcaagggccaaggg 

tgcccttccacccatgtgctcctcacccacaccatcagccgcttcgccgt 

ctcctaccagacaaaggtcaacctactctctgccatcaagagcccttgc 

caaagggagaccccagaggggaccgaggccaagccctggtacga 

gcccatctacctgggaggggtcttccaactggagaagggtgatcgact 

cagcgctgagatcaatctgcctaactatctggactttgccgagtctgggc 

aggtctactttgggatcattgccctgt 

(SEQ ID NO: 125) 


C12 


Nitric oxide synthase-1 , 
inducible 


AF077821 


gtccttgcatcctcattggacctggcacaggcatcgcccccttccgcagtt 

tctggcagcagcggctccatgacatcaagcacaaagggctccggggc 

agccgcatgaccctggtgtttgggtgccgccgcccagatgaggaccac 

ctgtatcgggaggagatgttggagatggcccagagtggggtgctgcat 

gaggtgcacacagcctattctcgcctgcctggccagcccaaggtctatg 

ttcaagacatcctgcggcagcagctggccagccaggtgctccgcatgc 

tccatgaggagcagggccacctttatgtctgtggggatgtgcgtatggcc 

cgggatgtggcccataccctgaagcacctggtggctgccaagctgagc 

ctgagtgaagagcaagttgaggactattttttccagcttaagagccaga 

agcgctatcatgaagatatctttggtgctgtgtttccctatgaggtgaaaa 

aagatggtgcagcaaaacagc 

(SEQ ID NO: 126) 


C13 


BRCA1 


U50709 


tttctgggtattgcaggaggaaaatgggtagttagctatttctgggtaacc 

cagtctattaaagaaagaaagatactagatgagcatgattttgaagtca 

gaggagatgttgtgaatggaagaaatcaccagggtccgaagcgagc 

aagagaatcccaggacagagaatcccaagacagaaagatcttcagg 

ggcctagaaatctgttgctatggaccctttaccaacatgcccacagatca 
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Target Sequence 
















attagagtggatggtgcacctctgtggggcttctgtggtgaaggagccttc 

gttattcaccctcagcaagggcactcatccagtggtagtcgtgcagccg 

gacgcctggacagaggacagtggcttccatgcgattgggcagatgtgt 

gaggcacctgtggtgacccgagagtgggtactggacagtgtagccctc 

taccagtgccaggagctggacacctacctgatcccgcagattcccaga 

actgctgcagact 

(SEQ ID NO: 127) 


C14 


Metallothionein-IV 


AB028041 


ctgtgacagcattggagcttcttggacacctggacatggaccccgggg 

aatgcacctgcatgtctggaggaatctgtatctgtggagacaattgcaaa 

tgtacaacctgcaactgtaaaacatgtcgaaaaagctgctgtccttgctg 

cccccccggctgtgccaagtgtgcccagggctgcatctgcaaaggag 

gctcggacaagtgcagctgctgtgcctgaaccgcatccgtggtgctggg 

gctggcgggggcgggggttgtggatgccacagccccggaaatgtctgt 

acagtgcattagttgagaaactgaaattattgtaccataggttatgcttttta 

tatatttgctcagaggtggtggtggtgacactcatgtaaa 

(SEQ ID NO: 128) 


C15 


Tumor necrosis factor 
receptor 


AF013955 


ggctctgttgttggaaatataccccataagcgttactgcacttgttcctcac 

ccccggaacagggtgaagagagctattctgtgtccccagggaaaatat 

attcaccctcaagacgattccatttgctgtacgaagtgccacaaaggga 

cctacctgtacaatgactgtccaggcccagggctggacacagactgca 

gggaatgtgaaaacggaacttttacagcttcagagaaccacctcagac 

aatgtcttagctgctccaaatgccgaaaagaaatgaaccaggtggaga 

tttctccttgtactgtgtaccgggacacggtgtgtggctgcaggaagaac 

cagtaccggttttattggagtgaaacccttttccagtgcaataactgcagc 

ctctgcctcaatggcacggtgcagatctcctgccaagagaagcagaac 

accatatgcacctgccacgcggggttctttctaagagagcatgaatgcg 

tctcttgtgtgaactg 

(SEQ ID NO: 129) 


C16 


c-kit 


AF099030 


gagacttggctgctagaaatatcctccttactcatggtcgaatcacaaag 

atttgtgattttggtctagccagagacatcaagaatgattctaattatgtggt 

caaaggaaacgctcggctacctgtgaagtggatggcccctgagagca 

ttttcaactgtgtgtacacatttgaaagtgatgtctggtcctatgggatttttct 

gtgggagctcttctctttaggaagcagcccctaccctgggatgccagtcg 

attcaaagttctacaagatgatcaaggaaggcttccggatgctcagccc 

tgagcatgcacctgctgaaatgtatgacatcatgaagacgtgctgggat 

gctgatcccctgaaaaggccgacgtccaagcagatcgtgcagctaatt 

gagaagcagatttcagatagcaccaatcatatttattccaacctcgcga 

actgcagccccaacccagagcgccccgtggtggaccattccgtgcgg 

atcaatt (SEQ ID NO: 130) 
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C17 


CD40 ligand 


AF086711 


ccaatttgaagcctttctcaaggagataatgctaaacaacgaaatgaag 

aaagaagaaaacattgcaatgcaaaaaggtgatcaggatcctcgaat 

tgcagcccatgtcataagtgaggctagtagtaacccagcgtccgttctgc 

ggtgggcgccaaaagggtactacaccataagcagcaacctggtgag 

cctcgagaatgggaaacagttggccgtgaaaagacaaggactctatta 

cgtctatgcccaagtcaccttctgctccaatcgggcagcttcgagtcaag 

ctccgttcgtcgccagcctatgcctccattccccgagtggaacggagag 

agtcttactccgcgccgcgagctcccgcggctcgtccaaaccttgcggc 

caacagtccatccacttgggaggagtatttgaattgcatccaggtgcttc 

ggtgttcgtcaacgtgactgatccaagccaagtgagccacgggaccg 

gcttcacgtcttttggcttactc 

(SEQ ID NO: 131) 


U1 o 




AF1T70fi8 
nr i o / uuo 


tgaatgcacacatgacttctlggaggtaagaaatggaagtgatagcagt 

tcaccattatttggcacatactgtggaactctgttgccagatcctatcttctct 

cgaaacaacaaactatacctacggtttaagaccgatagcgcaacttcc 

aatcgtgggtatgaaattgtctggacctcatcaccctctggctgtggtgga 

accctttatggagacagtggttccttcaccagccccggctatcccggcac 

ttaccccaacaacactgactgtgaatgggccatcatcgctcctgctgga 

agacctgtcaccgtcaccttttactttatcagcatcgatgatcccggagac 

tgtgtccagaactatctcatactctacgatggaccggatgctaattctccat 

cctttggaccatactgtggggcagacaccaacatagctccctttgtggcc 

tcttcacatcgtgtcttcataaaatttcacgcagagtatgcagtgtatccat 

ca 

(SEQ ID NO: 132) 


C19 


Alkaline phosphatase 


AF149417 


cagatgtggagtatgagatggacgagaagtccaggggcacgaggct 

ggatggcctgaacctcatcgacatctggaagaacttcaaaccgagac 

acaagcactctcactacgtctggaaccgcacggaactcctggccctcg 

acccctacaccgtggactacctcttgggtctctttgagccgggggacatg 

cagtacgagctgaacaggaacaacgtgactgacccgtcactctccga 

gatggtggaaatagccatcaagattctgagcaagaaccccagaggctt 

cttcttgctggtggaaggaggcaggattgaccacgggcatcacgaggg 

caaggccaagcaggcgctgcacgaggcagtggagatggaccgggc 

aattgggaaggcaggcgtcatgacctccttggaagacacgctgaccgt 

cgtcactgcggaccactcccacgtcttcacctttggcgggtacaccccc 

cggggcaactctatctttggtct 

(SEQ ID NO: 133) 
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C20 


Pancreatic lipase 


M35302 


actcagagagcatcctcaaccctgatggatttgcttcctacccctgtgctt 

cctacagggcctttgaatctaacaagtgcttcccctgcccagatcaagg 

gtgcccacagatgggtcactatgctgataaatttgctgtcaagacaagtg 

atgagacacagaaatacttcctgaacaccggagattccagcaattttgc 

tcgctggagatacggggtttctataacattgtctgggaaaagagccactg 

gtcaggctaaagttgctttgtttggaagtaagggaaatactcatcaattca 

atatcttcaaggggattctcaaaccaggctctactcattccaatgagtttg 

atgcaaagcttgatgttggaacaattgagaaagtcaagtttctttggaata 

acaacgtggtaaacccaacctttcccaaagtgggtgcagccaagatca 

ccgtgcaaaagggagaggagaaaacagtgcacagcttctg 

(SEQ ID NO: 134) 


C21 


Apolipoprotein Clll 


M17178 


agccctggaggaagaggacccctccctcctgggccttatgcagggtta 
catgcagcacgccaccaagacggcccaggacacgctgaccagcgtt 
caggagtcccaggtggcgcagcgggccaggggctggatgaccgata 
gcttcagttccctgaaagactactgcagcacgtttaagggcaagttcact 
gggttctgggattcagcctctgaggccaaaccaactccagcctctg 

(SEQ ID NO: 135) 


C22 


lnterleukin-4 


AF054833 


tcacctcccaactgattccaactctggtctgcttactagcactcaccagca 
cctttgtccacggacataacttcaatattactattaaagagatcatcaaaa 
tgttgaacatcctcacagcgagaaacgactcgtgcatggagctgactgt 
caaggacgtcttcactgctccaaagaacacaagcgataaggaaatctt 
ctgcagagctgctactgtactgcggcagatctatacacacaactgctcc 
aacagatatctcagaggactctacaggaacctcagcagcatggcaaa 
caagac 

(SEQ ID NO: 136) 


C23 


Tissue inhibitor of 
metalloproteinases-1 


AF077817 


cttgtgcaactcccaaatcgtcatcagggccaagttcgtggggaccgca 

gaagtcaaccagaccgacttaaaccggcgttatgagatcaagatgac 

caagatgttcaagggtttcagcgccttggggaatgcctcggacatccgc 

ttcgtcgacacccccgccctggaaagcgtctgcggatacttgcacaggt 

cccagaaccgcagcgaggagtttctggtcgccggaaacctgcgggac 

ggacacttgcagatcaacacctgcagtttcgtggccccgtggagcagc 

ctgagta ccg ctcag eg ccggg g cncacca ag a cciaig ctgcigg ex 

gtgaggggtgcacagtgtttacctgttcatccatcccctgcaaactgcag 

agtgacactcactgctlgtggacggaccacttcctcacaggctctgaca 

agggtttccagagccgccacctggcctgcctgccaagagagccaggg 

atatgeae 

(SEQ ID NO: 137) 



15 Serial No 09/91 1,904 

Docket No. 400742000200 

pa-674125 v2 




TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 
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C24 


Ubiquitin 


AB032025 


gcagatttttgtaaagaccctgacgggcaaaactatcacccttgaggtc 

gagcccagtgacaccattgaaaatgtcaaagccaaaatccaagaca 

aggagggcatcccgcctgaccagcagcgtctgatttttgcgggcaaac 

agctagaagatggccgaactctgtcagactacaatatccagaaagagt 

ccaccttgcacttggtgcttcgcctgcgaggtggcatcattgagccttcac 

tccgccagctg'gcccagaaatacaactgcgacaagatgatctgccgc 

aagtgttatgctcgcctgcacccccgtgctgtcaactgccgcaagaaga 

agt 

(SEQ ID NO: 138) 


C25 


Matrix metalloproteinase- 
2 


AF095638 


agcggtcagtgtgaaggaggtggactctgggaatgacatctacggca 

accccatcaagcggattcagtatgagatcaagcagataaagatgttca 

aaggaccagacaaggacatagagtttatctacacggctccttcctccgc 

cgtatgcggggtctccctggacatcggaggaaagaaggagtatctcatt 

gcgggaaaggccgaggggaacggcaagatgcacatcaccctttgtg 

acttcatcgtgccctgggaca 

(SEQ ID NO: 139) 


C26 


lnterleukin-6 


U 12234 


cctggtccagatgctaaagagcaaggtaaagaatcaggatgaagtga 

ccactcctgacccaaccacagacgccagcctgcaggctatcttgcagt 

cgcaggatgagtgcgtgaagcacacaacaattcacctcatcctgcgga 

gtctggaggatttcctgcagttcagtctgagggctgttcggataatgtagc 

ctgggcatctaagattgctgtagttcatgggcattcctttctccagtcagaa 

acctgtgcagtgggcacaaaacttatgttgttctctgtgaggaactaaaa 

gtatgagcgttaggacactattttaattatttttaatttattgatatttaaatatg 

tgatatggagttaatttatataagtaatagatatttatattttttatgaagtgcc 

acttgaaatattttatgtattcattttgaaaaagttaacgtaaaatgctatgc 

ggcttgaatatcctcgatgtttcggagccaggt 

(SEQ ID NO: 140) 


C27 


Vascular cell adhesion 
molecule 1 (VCAM-1) 


U32086 


tggaatttgaacccaaacaaaggcagagtacacagacactttatgttaa 

tgttgcccccagggatacaaccgtcgtggtcagcccctcctccatcgtgg 

aggaaggtagtcctgtgaacatgacctgctctagcgatggccttccagc 

tccgaacatcctgtggagcaggcggctaagtaatgggcgcctgcagtc 

tctttctgaggatccaattctcaccttaacttctgcaaaaatggaagattct 

ggtatttatgtgtgtgaagggattaaccaggctggaataagcagaaaag 

aagtagaattaattatccaagttgctccgaaagacatacagcttatagctt 

ttccttctgagagtgtcaaggaaggagacactgtcattatctcctgtacat 

gtggaaatgttccaaaaacttggataatcctgaagaaaaaagcagag 

acgggagacacagtgctaaagtccagagatggtgcatataccatcca 

caaggtccagttagaggatgcggg 

(SEQ ID NO: 141) 



16 Serial No 09/91 1,904 

Docket No. 400742000200 



pa-674125 v2 




TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 
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Target Sequence 










C28 


Phenol sulfotransferase 


■ 

D29807 


gctcccccagaccttgttggatcagaaggtcaaggtggtctacgtcgcc 

cgcaacgcaaaagatgtagctgtctcctattaccacttctaccgcatggc 

caaggtgcaccctgaccctgacacctgggacagcttcctggagaagtt 

catggctggggaagtgtcctatgggtcctggtatcagcatgtgcaggaat 

ggtgggagctgagtcacactcaccctgttctctacctcttctatgaggaca 

tgaaagagaaccccaaaagggagattcagaagatcctgaagtttgtg 

gggcgctccctgccagaggagactgtggatctcattgtccagcacacgt 

ctttcaaggagatgaagaacaactccatggctaactacaccaccttatct 

cctgacatcatggaccacagcatttctgccttcatgaggaaaggcatctc 

gggggactggaagaccaccttcactgtggcccagaatgagcgctttga 

tgc 

(SEQ ID NO: 142) 


C29 


GRP94 


U01153 


aatcccagacatcccctgatcaaagacatgctgcgacgagttaagga 

agatgaagatgacaaaacggtatcggatcttgctgtggttttgtttgagac 

agcaacgctgagatcaggctatctgctaccagacactaaagcatatgg 

agatcgaatagaaagaatgcttcgcctcagtttaaacattgaccctgatg 

caaaggtggaagaagaaccagaagaagaacccgaagagacaacc 

gaggacaccacagaagacacagagcaggacgatgaagaagaaat 

ggatgcaggaacagacgacgaagaacaagaaacagtaaagaaat 

ctacagctgaaaaagatgaattataaattatactctcaccatttggaacct 

gtgtggagagggaatgtgaaatttaagtcatttctttcgagagagacttgtt 

ttggatgctccccgcagcccccttctcccctgcactgtaaaatgttgggat 

tgtgggtcacagaaagaagtg 

(SEQ ID NO: 143) 


C30 


E-selectin 


L23087 


ttacacggttgctgtcactggatgaaataattgccaaggagtttagggga 

aacaacttggtcaaagtattctatcaccaacatgcaaaaaaatattttaa 

atgcccacaggcgagtacatggggaaatcctgcttaatactttgtgcaa 

ggattgctaaacacagtcctaatcccttttacccctgtgggattcagtgcat 

tttaaagtgttcttagagattttaaagtgttcttttatttgcattggctaaagtac 

aattttccctaattcttaattcagtgtaagtgtttagagactttaaaatatatg 

catgttagagctatgatagggtaaaagttacttatcagggatctttgtttatg 

aagggactctaatgttatatctgtagtaaattcattttaaaaggggcaaat 

gctgtccccagtattacgtgaatcagtgtaaagttgtgaatgtttttactata 

gttgcttttaaaaacatgaatagtggggcacctgggtg 

(SEQ ID NO: 144) 


C31 


gastric lipase 


Y13899 


tgcactatcatcagagcatgcctccctactacaacctgacagacatgca 
tgtgccaatcgcagtgtggaacggtggcaacgacttgctggccgaccct 
cacgatgttgaccttttgctttccaagctccccaatctcatttaccacagga 
agattcctccttacaatcacttggactttatctgggccatggatgcccctca 
agcggtttacaatgaaattgtttccatgatgggaacagataataagtagtt 
ctagatttaagqaattattcttttattQttccaaaatacgttcttctctcacacg 
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Target Sequence 














< 


ggttttctatcatgtttgagacacggtgattgttcccatggttttgatttcaga 
aatgtgttagcatcaacaatctttccattggtaatttttgaatttaaaatgattt 
ttaaatttggggcatctgggtggctcagtcggctaagtcgtctgccttcgg 
sttaagtcatgatctcggggtcctaggatgga 

(SEQ ID NO: 145) 


C32 


HSP27 


U 19368 


ggaccctttccgcgactggtacccggcccacagccgcctcttcgacca 
ggccttcgggctgccccggctgccggaggagtgggcgcagtggttcgg 
ccacagcggctggccgggctacgtgcgcccgatcccccccgcggtcg 
agggccccgccgcggccgccgcggccgccgcgcccgcctacagcc 
gcgcgctcagccggcagctcagcagcggcgtgtcggagatccggca 
lacggccgaccgctggcgcgtgtccctggacgtcaaccacttcgcccc 
cgaggagctgacggtcaagacgaaggacggcgtggtggagataact 
ggcaagcacgaagagaggcaggatgagcatggctacatctcccgcc 
gcctcactcccaaatacaccctgccccctggtgtggatcctaccctggtc 
i;cctcctccctgtcccctgagggcactctcacggtggaggctcccatgcc 
caagccagccacccagtcggcagaaatca 

(SEQ ID NO: 146) 


C33 


IL-10 


U33843 


cgggtccctgctggaggactttaagagttacctgggttgccaagccctgt 

cggagatgatccagttttacttggaggaggtgatgccccgggctgagaa 

ccacgacccagacatcaagaaccacgtgaactccctgggagagaag 

ctcaagaccctcaggctgagactgaggctgcgacgctgtcaccgatttc 

ttccctgtgagaataagagcaaggcggtggagcaggtgaagagcgc 

atttagtaagctccaggagaaaggtgtctacaaagccatgagtgagttt 

gacatcttcatcaactacatagaaacctacatgacaatgaggatgaaa 

atctgaaacgtgctggagaacaaaacacccaggatggcaactcttctc 

gactctaggacatgaattggagatctgcaaaataccatcccgagatgta 

ggagagccgaccaactgcttggagaaccccgtcatacc 

(SEQ ID NO: 147) 


C34 


caveolin-1 


U47060 


tccgaggggcacctctacaccgttcccatccgggagcagggcaacat 

ctacaagcccaacaacaaggccatggcggaggagatgagcgagaa 

gcaggtgtacgacgcgcacaccaaggaaatcgacctggtcaaccgc 

gaccccaagcatctcaacgacgacgtggtcaagattgattttgaagatg 

tgattgcagaaccagaaggaacacacagttttgatggcatctggaagg 

ccagcttcaccaccttcactgtgacaaaatactggttttaccgcttgctgtc 

tgccctctttggcatcccaatggcactcatatggggcatttactttgccattc 

tttctttcctgcacatctgggcagttgtgccgtgcattaagagtttcctgattg 

agattcagtgcatcagccgtgtctattccatctacgtccacaccttctgtga 

cccgttctttgaggctgttggcaa 

(SEQ ID NO: 148) 
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C35 


H-ras, p21 


U62092 


accatccagctcatccagaaccacttcgtggatgagtacgaccccacc 

atcgaggactcctatcggaagcaagtggtcattgacggggagacgtgc 

ctgctggacatcctggacacagcgggccaggaggagtacagcgccat 

gcgggaccagtacatgcgcacgggggagggctttctctgtgtatttgcc 

a 

(SEQ ID NO: 149) 


C36 


rab2 


M35521 


agacaagaggtttcagccagtgcatgacctgactatcggtgtagagtttg 

gtgctcgaatgataactattgatgggaaacagataaaacttcagatatg 

ggatacggcagggcaagagtcctttcgttccatcacaaggtcatattac 

agaggtgcagcaggggctttactagtgtatgatattacaaggagagata 

cattcaaccacttgacaacctggttagaagatgcccgccagcattccaa 

ttccaacatggtcattatgcttattggaaataaaagtgatttagaatcaag 

aagagaagtaaaaaaagaagaaggtgaagcttttgcacgagaacat 

ggacttatcttcatggaaacttctgctaagactgcttccaatgtagaagag 

gcatttattaatacagcaaaagaaatttatgagaaaatccaagaagga 

gtctttgacattaataatgaggcaaacggcattaaaattggccctcagca 

cgctgctactaatgccacacac 

(SEQ ID NO: 150) 




rab5 


M35520 


aagcctagtgcttcgttttgtgaagggccaatttcatgaatttcaagagag 

taccataggggctgcttttctaacccaaactgtgtgtcttgatgatacaac 

agtaaagtttgaaatatgggatacagctggtcaagaacgataccatag 

cttagcaccaatgtactacagaggagcacaagcagccatagttgtatat 

gatatcacaaatgaggagtcctttgccagagccaaaaactgggttaaa 

gaacttcagaggcaagccagtcctaacattgtaatagctttatcaggaa 

acaaggctgatcttgcaaataaaagagctgtcgatttccaggaagcac 

agtcctatgcagatgacaacagtttattattcatggagacatcagctaaa 

acatcgatgaacgtaaatgaaatattcatggcaatagctaaaaagttgc 

caaagaacgaaccacagaatccaggagcaaattctgccagaggaa 

gaggagtagaccttactgaacccacgcagccaa 

(SEQ ID NO: 151) 


C38 


rab7 


M35522 


ccccaacacattcaaaaccctcgatagctggagagatgagtttctcatc 

caggccagtccccgggatcctgaaaacttccctttcgttgtgttgggaaa 

caagattgacctcgaaaacagacaagtggccacaaagcgggcaca 

ggcctggtgctacagcaaaaacaacattccctacttcgagaccagtgc 

caaggaggccatcaatgtggagcaggcgttccagacgattgcaagga 

atgcacttaaacaggaaacagaggtggagctgtacaatgaattccctg 

aacccatcaaactggacaagaacgaccgggccaagacctcagcgg 

aaagctgcagttgctgaaggggcagtgagagcagagcacagagtcct 

tcacaaacaaagaacacacttaggcctlccaacacgagcccccttcttc 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
iNumDer 


Target Sequence 














1 


tcttccaaacaaaacataaagtcatctctcgaatccagctgccaaaaga 
ccctaccaaacacttcaccctgacacacaca 

(SEQIDNO: 152) 


C39 


APO CM 


M17177 


ctggttctgttgcttgtcctcctggtattgggatttgaggtccagggggccc 

atgagtcccagcaagatgaaaccaccagctccgccctgctcacccag 

atgcaggaatcactctacagttactggggcacagccagatcggctgcc 

gaggacctgtacaagaaggcatacccaactaccatggatgagaaaat 

cagggacatatacagcaaaagcacagcagctgtgagcacttacgca 

gggattttcactgacc 

(SEQ ID NO: 153) 


C40 


endothelin-2 


X57038 


ctgtccgcctctgtccccctgttgcgcacgcaggcaagggccaggtggc 

cgctgccccggagcatccagcaccctcagcccgggcccgaggctccc 

acctgcggcctcggcgttgctcctgcagctcctggctcgacaaggagtg 

cgtctacttctgccacctggacatcatctgggtgaacactcccgggtgag 

ctcccgcggggacccaggcggggctgctagaggcggggcaggggg 

tggggaacctgtagctagcacagctctccctgggcctccagacggatc 

gctgagctgacatgaagagcggctgggtgttgtccctactcc 

(SEQ ID NO: 154) 


C41 


FGFR2 


AF211257 


tgattgttcttctgccaccaaaatgccagtagtaaacaaacccatcgata 
ggaaagtattttgttttgctgtgcagctctgtcattgggcccatggagcgcg 
gaactggacttcccaagacaaatggtaccagcgttctcttaaaaagatg 
ccttaatccattcctcgagggtggaccttagttgagatgatagcagactgt 
actcccctccggcagctggccttctgccctgagttgcacgttaatcagatt 
agcctgtattctcttcagtggattttgataatggcttccagattcattggcgtt 
agggaagccttttagaatcttcacgtgtcatcgtcgaaattgaaacactg 
agttgttctgctgatggttttggagatacttccatctttttaagggtttgcttctg 
tctaattctggcaggacctcaccaaaagatcgggcctcgtaccaacgtc 
agacacgatgtcgccgtgttgtgcgttctgtattta 

(SEQIDNO: 155) 


C42 


leptin 


AB020986 


gccttaccctcagggaccttgcattccagatggtaaaaatgccacacac 

cagtatgcaaaggctggcctcgcaccatggcaactgagcagctgaac 

cagcgcaciccTcagcaggcggaddiyoiyaduiyciyaaiyi^ayiy 

ctcaggggcccacaggctaaccctgctcccacttcgtagcatttttgctttt 

cagggcacggcagcatttattactgtgtagccacatccctctgaagcag 

cagcatagctgacaatttaaaaataagaactaagaacatacctaagac 

cataacggcagacaagtagcagggccgagactagagttcaggacct 

ctgactcccagagtgtcccgggagccaggtaatgctccctggaggtgc 

aaatagggttgggcaggggagaccagaagtgcttacagggagagag 

qacttggaggtgatfflqcaggaggtgagggatgtgaattgcctgaatgg 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 
















sggaggctgttttgttcatgc 
[SEQIDNO: 156) 


C43 


prostaglandin D synthase 


AB026988 


aggtgtccctgcagcccaacttccaacaggataagttcctggggcgctg 
gttcacctcgggcctcgcctccaactcgagctggttccgggagaagaa 
aacgtgctgtccatgtgtatgtcagtggtggccccgaccgcagacgg 
aggcctcaacctcacctccaccttcctcaggaaagaccagtgtgagac 
tcgaaccctgctcctacggccggcgggaaccccgggctgctacagcta 
cacgagtccccactggggcagtacccacgacgtgtgggtggtagcca 
ccaactacgaggagtacgcgcttctctacaccgcaggcagcaaaggc 
ctcggccaggacttccacatggccactctctacagccgcacccagacc 
ccaaaggccgagataaaggagaaattcagcacctttgccaagaccc 
agggcttcacagaggatgccattgtcttcctgccacagactgataaatg 
catggaggagaacaagtaggtgaccgccgccc 

(SEQIDNO: 157) 


C44 


paraoxonase2 (PON2) 


L48515 


caggactccacagcttttccccagataagcctggagggatattaatgat 

ggatctaaaaaaggaaaacccgagggcactggaattaagaatcagc 

cgtgggttcaatttggcttcgttcaatccacatggtatcagcaccttcatag 

acagcgacgacacagtttatctctttgttgtaaaccatccagaattcaag 

aatacagtggaaatttttaaatttgaagaagaagaaaattctcttctgcat 

ctaaaaacaatcaaacatgaacttcttccaagtgtgaatgatatcatagc 

tgttggaccagcacatttctatgccaccaatgaccactatttctctgatcctt 

tcttaaagtatttggaaacatacttgaacttacactgggcaaatgttgttta 

ctacagtccagatgaagttaaagtggtagcagaagggtttgatgcagc 

aaatgggatcaatatttcacc 

(SEQIDNO: 158) 


C45 


beta-glucuronidase 


AF019759 


cgccgtatgtggacgtcatctgtgtcaacagttactactcttggtatcacg 

actatgggcacatggaggtgattcagctgcagctggccaccgagtttga 

gaactggtataggacctaccagaaaccaataatccagagcgagtacg 

gggcagagacaattgcaggcttccaccaggatccacctctgatgttcag 

tgaggagtaccagaaaggtctgctcgagcagtatcacttggtgctggat 

cagaaacgcaaagaatatgtggttggagagctcatctggaattttgctg 

attttatgactgaccagicaccacagagagcdyidyyyaaociy 

ggcatcttcactcgccagagacaacccaaagcggcggccttccttttgc 

gagagaggtactggaaacttgccaatgaaaccgggcaccaccggtc 

cgcggccaagtcccagtgtttggaaaacagcccgttcgccctctgaag 

cctctgtct 

(SEQIDNO: 159) 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C46 


caveolin-2 


< 
< 

AF039223 


^tccaggtgggcttcgaggacgtgatcgcggacgccgtgtctacgcact 

xtttgacaaagtgtggatttgcagccatgccctgtttgaggtcagcaagt 

acgtgatctacaagttcctgacgttgctcctggcgatgcccatggccttcg 

Dggcaggggttctcttcgccaccctcagctgcctgcacatctggattata 

atgcctttcgtgaagacctgcctcatggtcctgccttcggtgcagaccata 

tggaagagtgtaacagatgctgtcattgccccgttgtgttcaagtgtagg 

acgcagcttctcttctgtcagcttgcaagtgagtcacgactgagcacttgg 

acccca 

(SEQIDNO:160) 


C47 


matrix metalloproteinase- 
14 


AF032025 


ttcttcaaaggagacaagcactgggtgtttgatgaagcttctctggaacct 

ggctaccccaagcacatcaaggagctgggccgaggactgcctactga 

caaaatcgatgctgctctcttctggatgcccaatggaaagacctacttctt 

ccggggaaacaagtattaccgtttcaacgaggaactcagggcagtgg 

acagcgagtaccccaaaaacatcaaggtctgggaaggaatccctga 

gtctcccagagggtcattcatgggcagtgatgaagtcttcacttacttcta 

caaggggaacaaatactggaaattcaacaaccagaagctgaaggta 

gagccaggcta 
(SEQIDNO: 161) 


C48 


matrix metalloproteinase- 
9 


AB006421 


gattctccaagggcaagggacgccgggtgcagggccccttcttatcac 

cgagcacgtggcctgcgctgccccgcaagctggactccgcctttgagg 

acgggctcaccaagaagactttcttcttctctgggcgccaagtgtgggtg 

tacacaggcacgtcggtggtaggcccgaggcgtctggacaagctggg 

cctgggcccggaggttacccaagtcaccggcgccctcccgcaagcgg 

ggggtaaggtgctgctgttcagcaggcagcgcttctggagtttcgacgtg 

aagacgcagaccgtggatcccaggagcgccggctcggtggaacag 

atgtaccccggggtgcccttgaacacgcatgacatcttccagtaccaag 

agaaagcctacttctgccaggaccgcttctactggcgtgtgaattctcgg 

aatgaggtgaaccaggtggacgaagtgggctacgtga 

(SEQ ID NO: 162) 


C49 


IL-8 


U10308 


gtggcccacattgtgaaaactcagaaatcattgtaaagcttttcaatgga 

aatgaggtgtgcctggaccccaaggaaaaatgggtacaaaaggttgt 

gcagatatttctaaagaaggctgagaaacaagatccgtgaaacaaca 

aacacattctctgtggtttccaagaattcctcaggaaagatgccaatgag 

a cttca aa a aaatctatncag ta cncatgicccgigiagacuig y iy iciy 

gattgccagataaaaatacagtatgcccagttagatttgaatattaagta 

aaacaatgaatagtttttttctaaagtctcatatatgttgccctattcaatgtct 

aggcacacttacattaaacatattattcattgtttgctgtaaattcaaatgta 

gctggaaatcctggatatattttgttgttgttacatctttccacctcacctaca 

ggccaggatgcatgagtcccttttcaaccttgccttggtc (SEQ ID 

NO: 163) 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C50 


keratinocyte growth 
factor 


U80800 


caatgacatgactccagagcaaatggctacaaatgtgaactgttccag 

ccctgagcgacatacaagaagttatgattacatggaaggaggggatat 

aagagtgagaagactcttctgtcgaacacagtggtatctgaggattgat 

aaacgaggcaaagtcaaagggacccaagagatgaagaacagttac 

aatatcatggaaatcaggacagtggcagttggaatagtggcaatcaaa 

ggggtggaaagtgaatattatcttgcaatgaataaggaaggaaagctct 

atgcaaagaaagaatgcaatgaagattgcaacttcaaagaattaattct 

ggaaaaccattacaacacatatgcatcagctaaatggacacacagcg 

gaggagaaatgtttgttgctttaaatcaaaagggggttcctgtaaggggg 

aaaaaaacgaagaaagaacaaaaaacagcccactttcttcctatggc 

aa 

(SEQ ID NO: 164) 


C51 


decorin 


U83141 


gattgaaaatggagccttccagggaatgaagaagctctcctatatccgc 

attgctgataccaatataactaccatccctcaaggtcttcctccttcccttac 

tgaattacatcttgaaggcaacaaaatcaccaaggttgatgcatctagc 

ctgaaaggactgaataatttggctaagttgggactgagttttaacagcat 

ctccgctgttgacaatggcactctagccaacactcctcatctgagggag 

cttcacttggacaacaataagctcatcagagtacccggtgggctggcg 

gagcataagtacatccaggttgtctaccttcataacaacaatatatctgc 

agtcggatctaatgacttctgcccacctggatacaacaccaaaaaggct 

tcttattcaggtgtgagccttttcagcaacccagtgcagtactgggagatc 

cagccatccaccttccggtgtgtctacgtgcgctctgccatccagcttgga 

aattat 

(SEQ ID NO: 165) 


C52 


glucose-6-phosphatase 


U91844 


ctggggatctcagctgcaggattttctacctgtcccatccttacaagaaaa 

gggaaaggagcagtggcatttgatagagaagaagaatggattaagg 

aaagacttcttcgtatcctgcatatcatgcaaattcatgttacacaaaatct 

aaatcgctttgattatatttgaatttttaggtaaggaactctcaatagtgggg 

gaccaacttaaagcataactaataggtagttaatggggtaattctgcttct 

tctatgtttctactatgtattcagtgacctagatttgtgctgggtcagagcatt 

cagatatagtcagcttctctatcacactacatcttcctccttgtcagcctag 

ctcagctttccctagaactttccactgctctacatcgtgctgacacagaga 

tgcctaaaggcagctctagggtagtgcttttgtatggtttagtcaagctctg 

aaatcttgggcaaaaaggtgaggagagggcaaggagaggaaagg 

at 

(SEQ ID NO: 166) 


C53 


TGFB1 


L34956 


gacccttcctgctcctcatggccaccccactggagagggcccagcacc 

tgcacagctcccggcagcgccgggccctggacaccaactactgcttca 

gctccacggagaagaactgctgcgtccggcagctctacattgacttccg 

caaggatctgggctggaagtggatccatgagcccaagggttaccacg 

ctaacttctgcctggggccctgcccctacatttggagcctggacacgca 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 
















gtacagcaaggtcctggccctgtacaaccagcacaacccgggcgcgt 

cggcggcgccgtgctgcgtgccgcaggcgctggagccactgcccatc 

gtgtactacgtgggccgcaagcccaaggtggagcagctgtcgaacat 

gatcgtgcgctcctgcaagtgcagctgaggccccgccccgtccggcag 

gccccgcccaccggcaggnccggccccgcccccgcccgctgcgcc 

gggctgtatttaag 

(SEQ ID NO: 167) 


C54 


ZAP36/annexin IV 


D38223 


gacacgtccttcatgttccagagggtgctggtgtcgctgtcggccggtgg 

cagggatgaaggaaattttctggacgatgctctcatgagacaggatgct 

caggacctgtatgaggctggagagaagaaatggggaacagatgagg 

tgaaatttctgactgttctctgctcccggaaccgaaatcacctgttgcatgt 

gtttgatgaatacaaaaggatatcacagaaggatattgagcagggtatt 

aaatctgaaacatccggtagctttgaagatgctctgctggccatagtaaa 

gtgcatgaggaacaaatctgcatactttgctgaaaggctttataaatctat 

gaagggcttgggaacagatgataacaccctcatcagggttatggtgtct 

cgagcggagatcgatatgatggacatccgggagagcttcaagaggctt 

tacggaaagtctctgtactccttcatcaagggtgacacatctgg 

(SEQ ID NO: 168) 


C55 


N-ras 


U62093 


gttggagcaggtggtgttgggaaaagcgcactgacaatccagctaatc 

cagaaccactttgtagatgaatatgatcccaccatagaggattcttaccg 

aaaacaggtggttatagacggtgaaacctgtctgttggacatactggat 

acagctggtcaagaagagtacagtgccatgagagaccaatacatgag 

gacaggcgaaggcttcctctgtgtatttgc 

(SEQ ID NO: 169) 


C56 


K-ras 


U62094 


gtagttggagctggtggcgtaggcaagagtgccttgacgatacagcta 

attcagaatcactttgtggatgaatatgatcctacaatagaggattcctac 

aggaaacaagtagtaattgatggagaaacctgtctcttggatattctcga 

cacagcaggtcaagaggagtacagtgcaatgagggaccagtacatg 

aggactggggagggctttctttgtgtatttgcc 

(SEQ ID NO: 170) 


C57 


p38 MAPK 


AF003597 


ctggtgacccatcttatgggagcagatctgaacaacattgtgaaatgtca 

gaagcttacggatgaccatgttcagttccttatctaccaaattctccgagg 

tctcaagtatatacattcagctgacataattcacagggacctaaaaccta 

gcaatctagctgtgaatgaagactgtgagctgaagatcctggactttgg 

actggcccgacatacagatgatgaaatgacaggctatgtggctaccag 

gtggtacagggctcctgagataatgctgaactggatgcattacaaccag 

acagttgatatttggtcagtgggatgcataatggccgaactgttgactgg 

aagaacgttgtttcctggtacagaccatattgatcagttgaagctcatttta 

aqactcgttgqaaccccaggggctgatcttttgaagaaaatctcctcag 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 
















agtctgcaagaaactacattcagtctttgacccagatgccgaagatgaa 
ctttgcaaa 

(SEQ ID NO: 171) 



Please substitue TABLE 3 50-mer target sequence for canine arrays with TABLE 3 50-mer 
target sequence for canine arrays, amended as follows: 



TABLE 3 50-mer target sequence for canine arrays 



ID# 


Gene Name 


GenBank 
Accession 
Number 


50-mer sequence 


C58 


Cytochrome P450 2D 


D17397 


ccggctcctcagcaggggcccgaggtacaat 
aaaccagtttggtggctcc 

(SEQ ID NO:172) 


C59 


Cytochrome P450 2B 


M92447 


aactcaaataaacatcaaaagcctgacatcc 
cctggtcaggtggtgagcc (SEQ ID 
NO: 173) 


C60 


Cytochrome P450 2C41 


AF016248 


ccagtgaacatccaacctccattaaaggaaa 
gtctccagaatttctttgc 

(SEQ ID NO: 174) 


C61 


Cytochrome P450 2C21 


AF049909 


tatctctgcctctctctgtgtgtgtgtctctcatgaa 
taaataaaatctt (SEQ ID NO: 175) 


C62 


Cytochrome P450 3A 


X54915 


gtgacacagaatgagaaactcttaactctggg 
aaatgtacaagggatagt 

(SEQ ID NO: 176) 



Please substitute Table 6 with Table 6 amended as follows: 
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Table 6 


ID# 


Gene 
Name 


Left PCR 
primer 
sequence 


Right 
PCR 
primer 
sequence 


Target Sequence on canine array 


C64 


Gadd45 


AACTGA 
ACCAAA 
TTGCACT 
GAA 

(SEQ ID 
NO: 177) 


CCATG 
TAGCG 
ACTTT 
CCCG 

(SEQ 
ID NO: 
178) 


CGCGTCTAGAAACTGAACCAAATTGCACTGAA 

GTTTTGAAATACCTTTGTAGTTACTCAAGCAGT 

TACTCCCCACACTGATGCAAGGATTACAGAAA 

CTGATGTCAAGGGGCTGAGTGAGTTCAACTAC 

AGATTCCGGGGGCCCGGAGCTAGATGACTTTG 

CAGATGGAAAGAGGTGAAAATGAAGAAGGAA 

GCTATGTTGAAACAAATACAAGTCAAAAGGAA 

CAAAAATTACAAAGAACCATGCAGGAAGAAG 

CTTGGCC 
(SEQ ID NO: 179) 


C65 


Super- 
oxide 
dismu-tase 
Mn 


AACAAC 
CTGAAC 
GTCACC 
GA 

(SEQ ID 
NO: 180) 


TCTCC 
CAGTT 
GATTA 
CATTC 
CAAA 

(SEQ 
ID NO: 
181) 


GCGCGAATTCAACAACCTGAACGTCACCGAGG 

AGAAGTATCTGGAGGCGCTGGAGAAGGGTGAC 

ATTACAGCTCAGATAGCTCTTCAGCCTGGGCTC 

AAGTTCAATGGAGGAGGTCATATCAATCATTC 

CATCTTCTGGACAAACCTGAGCCCTAAGGGTG 

GTGGAGAACCAAAAGGGGAATTGCTGGAAGC 

CATCAAACGTGATTTTGGTTCCTTCGACAAATT 

TAAGGAGAAGTTGACCACTATATCCGTCGGTG 

TCCAAGGCTCAGGTTGGGGTTGGCTTGGTTTCA 

ATAAGGAGCAGGGACGCTTGCAGATTGCTGCT 

TGTTTTAACCAGGATCCCCTGCAAGG AACAAC 

AGGTCTTATTCCACTACTGGGGATCGATGTGTG 

GGAGCATGCTTATTACCTTCAGTATAAAAATGT 

CAGACCGGATTATCTAAAAGCTATTTGGAATG 

TAATCAACTGGGAGAAAGCTTGGCC 

(SEQ ID NO: 182) 


C66 


UV 
Excision 
repair 
protein 
RAD23 
(XP-C) 


GAAAGT 
CAGGCT 
GTGGTTG 
A 

(SEQ ID 
NO: 183) 


TGGCA 
GCCAA 
ATTCT 
CATTC 

(SEQ 
ID NO: 
184) 


CGCGGGATCCGAAAGTCAGGCTGTGGTTGACA 

CCCCTCCCGCAGTCAGCACTGGGGCTCCTCCAT 

CTTCGGTGGCAGCTGCTGCAGCAACTACAACA 

GCGTCAACAACCACAGCGAGTCCTGGAGGACA 

TCCCCTTGAATTTTTACGGAATCAGCCTCAATT 

TCAACAGATGAGACAAATTATTCAACAGAATC 

CTTCCCTGCTCCCAGCATTGCTACAACAGATAG 

GTCGAGAAAATCCTCAATTACTGCAGCAAATT 

AGCCAGCACCAGGAGCATTTTATTCAGATGTT 

AAATGAACCAGTTCAAGAAGCTGGTGGTCAAG 

GAGGAGGGGGTGGAGGTGGCAGTGGAGGAAT 

TGCAGAAGCCGGAAGTGGTCATATGAACTACA 

TTCAAGTAACACCTCAGGAAAAAGAAGCTATA 

GAAAGGTTAAAGGCACTAGGATTTCCTGAAGG 

ACTTGTGATACAAGCGTATATTGCTTGTGAGA 

AGAATGAGAATTTGGCTGCCAAAGCTTGGCC 

(SEQ ID NO: 185) 
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C67 


Proliferati 
ng cell 
nuclear 
antigen 
gene 


GATAAC 
GCGGAT 
ACCTTGG 
C 

(SEQID 
NO: 186) 


AGTGT 
CCCAT 
ATCCG 
CAATT 
TT 

(SEQ 
ID NO: 
187) 


GCGCGGATCCGATAACGCGGATACCTTGGCGC 

TGGTATTTGAAGCACCAAGAACAGGAGTACAG 

CTGTGTAGTAAAGATGCCTTCTGGTGAATTTGC 

ACGTATATGCCGAGATCTCAGCCATATTGGAG 

ATGCTGTTGTAATTTCCTGTGCAAAAGACGGA 

GTGAAATTTTCTGCGAGTGGAGAACTTGGAAA 

TGGAAACATTAAATTGTCACGGACAAGTAATG 

TCGATAAAGAGGAGGAAGCTGTTACCATAGAG 

ATGAATGAACCAGTTCAACTAAC1TTTGCACTG 

AGGTACCTGAACTTCTTTACAAAAGCCACTCC 

ACTCTCTTCAACGGTGACACTCAGTATGTCTGC 

AGATGTACCCCTTGTTGTAGAGTATAAAATTGC 

GGATATGGGACACTAAGCTTGGCC 

(SEQ ID NO: 188) 


C68 


Glucose- 
regulated 
protein 94 


CTGTGGT 
GTCTCTG 
CGCCT . 

(SEQID 
NO: 189) 


TTTCA 
GCTGT 
AGATT 
CCTTT 
GCTG 

(SEQ 
ID NO: 
190) 


CGCGGGATCCCTGTGGTGTCTCAGCGCCTGAC 

AGAGTCTCCGTGTGCTCTGGTGGCCAGCCAGT 

ATGGATGGTCTGGCAACATGGAGAGAATCATG 

AAAGCTCAAGCATACCAGACGGGCAAAGACAT 

CTCTACAAATTACTATGCCAGCCAAAAGAAAA 

CATTTGAAATTAATCCCAGACATCCCCTGATCA 

AAGACATGCTTCGACGAGTTAAGGAAGATGAG 

GATGACAAAACGGTATCGGATCTTGCTGTGGT 

TTTGTTTGAGACAGCAACGCTGAGATCAGGCT 

ATCTGCTACCAGACACTAAAGCATATGGAGAT 

CGAATAGAAAGAATGCTTCGCCTCAGTTTAAA 

CATTGACCCTGATGCAAAGGTGGAAGAAGAAC 

CAGAAGAAGAACCCGAAGAGACAACCGAGGA 

CACCACAGAAGACACAGAGCAGGACGATGAA 

GAAGAAATGGATGCAGGAACAGACGACGAAG 

AACAAGAAACAGCAAAGGAATCTACAGCTGA 

AAAAGCTTGGCC (SEQ ID NO: 191) 


C69 


Gluta- 
thione S- 
trans- 
ferase 
alpha 
subunit 


CAGAGA 
AGCCCA 
AGCTCC 
AC 

(SEQID 
NO: 192) 


ACCAG 
ATGAA 
TGTCA 
GCCCG 

(SEQ 
ID NO: 

1 C\1\ 

iyj) 


CGCGGGATCCCAGAGAAGCCCAAGCTCCACTA 

CTTCAATGGACGAGGCAGAATGGAGTCCATCC 

GGTGGCTCCTGGCTTCAGCTGGAGTAGAGTTT 

GAAGAGAAATTTATAAATGCTCCAGAAGACTT 

GGATAAATTAAAAAATGATGGAAGTCTGATGT 

TCCAGCAAGTGCCAATGGTGGAAATTGATGGA 

ATGAAGCTGGTACAGACCAGAGCCATTCTCAA 

CTACATTGCCACCAAATACAACCTCTATGGGA 

AAGACATAAAGGAGAGAGCTCTGATAGATATG 

TACACAGAAGGTATAGTAGATTTGAATGAAAT 

GATCATGGTTTTGCCTCTATGCCCACCTGATCA 

A A A A /"* A r T , /~ 1 A A A ' 1 " 1 ' A ^T^T/""* A TV"' A A A A 

AAAACjA 1 VjCC AACjA 1 1 AC I CI vjA 1 CAUAvjAVjA 
GAACAACAGATCGTTATCTCCCCGTGTTTGAA 
AAAGTGTTAAAGAGCCATGGACAAGACTACCT 
TGTTGGCAACAAGCTGAGCCGGGCTGACATTC 
ATCTGGTCTCGAGGGCC (SEQ ID NO: 194) 


C70 


BR- 


GTCCGTG 


CACCG 


GTCCGTGGCAGAGTCCCTCAGCTCTATAGACTC 
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cadherin 


GCAGAG 

TCCCTCA 

GCTCTAT 

(SEQ ID 
NO: 192) 


TGATG 
CCACA 
TAGCT 
ATCTT 
CG 

(SEQ 
ID NO: 
196) 


TCTCACCACAGAGGCTGACCAGGACTACGACT 

ATCTGACAGACTGGGAACCCCGCTTTAAAGTC 

TTGGCAGACATGTTTGGGGAAGAAGAGAGTTA 

TAACCCTGATAAAGTCACTTAGGGCAGAAGCC 

AAGGATAAAACACAACCAAAAGGAGAAATTT 

AAAAGAAACACAAATAGAAATCTCTCTCTCTC 

ACACACACACACATGCATACATGCACGTGCAC 

ACACAGACACACAGACACACACACCAGGCTTT 

GTAGGACACAATCATTTGATGATCTGGTTTCTA 

GCAAGTTGCTGTAGTTATCATATTGTCAAGTTT 

TGTTTTACTCTGCC AAC AC AAU A 1 AAA I cl. l a i 
TACATGTACTTGCTTGGTTTTGTTTTGTTCTTTT 
GGATACACACTGAGACAAGCTCAGGCCTATTA 
AATACAATTTACTGACATGACAACATAGAACG 
AAGATAGCTATTGGCATCACGGTG (SEQ ID NO: 
197) 


C71 


N- 
cadherin 


GGAGCC 
TGATGCC 
ATCAAG 
CCTG 

NO: 198 


GGTTT 
GCAGC 
CTATG 
CCAAA 
GCC 

CSFO 
ID NO: 
199) 


GGAGCCTGATGCCATCAAGCCTGTAGGAATCC 

GACGATTGGATGAGAGACCCATCCACGCCGAA 

CCCCAGTACCCGGNCCGATCTGCAGCCCCGCA 

CCCTGGGGACATCGGGGACTTCATTAATGAGG 

GCCTTAAAGCTGCTGACAATGATCCCACAGCT 

CCACCATATGACTCCCTCTTAGTCTTTGACTAC 

GAAGGCAGTGGCTCTACCGCTGGGTCTTTGAG 

CTCCCTTAATTCTTCAAGTAGTGGTGGCGAGCA 

GGACTATGACTACCTGAACGACTGGGGGCCAC 

GGTTCAAGAAACTTGCTGACATGTATGGTGGA 

GGTGATG ACTGAACTTCAGGG 1 uAAC 1 1 uo i c 
TTTTGGACAAGTACAAACAATTTCAACTGATAT 
TCCCAAAAAGCATTCAGAAGCTAGGCTTTAAC 
TTTGTAGTCTACTAGCACAGTGCTTGCTGGAGG 
CTTTGGCATAGGCTGCAAACC (SEQ ID NO: 200) 


C72 


Mek5 


TCATGG 
ATGGGG 
GATCTTT 
GGATG 

(SEQ ID 
NO: 201) 


GGGTG 
GCCCA 
TCAAT 
TCTTC 
AGGT 

(SEQ 
ID NO: 
202) 


GGGTGGCCCATCAATTCTTCAGGTGCTGGTC1T 

TCTTTCGGTTGTTTTCGCATGCACTGAGTGATG 

AAATGTACAAATGGCTCGGAGAACTCTCCAAC 

CGGAAGGACGGGCGAATCCTCATCAACAATGC 

ACTGCAGAAGCTGGAGAGGCTCCATGAAAGAG 

ATTCCTAAACTCCGGACATCAGAATGGATTCC 

ATACTGCTCCCCTGAAATTCTTTCAGGCGCCAT 

ATAAGCATTTGTTCCAACATACGTCTTGGCTAT 

AGAATTCACCAGCTGAGTGCTAACTCCAAAAT 

CGCACAGCTTGACCTGTCC lClluiuiiiAui/v 

GCGTATTGGAGGGCTTCACATCTCTATGTAAA 

ATCTTTAAACTCCACAAGTAGGTAAGGCCTTTA 

ACAACTGCTATTGCAATTCTTCCAAGGACATGC 

TCTGGAATTTTTCTATATACATCCAAAGATCCC 

C.CATCCATGA (SEQ ID NO: 203) 


C73 


Glucose 
transpor- 
ter 


z" 1 /^ a a 
OCAuv^A 

GCCTGTG 

TATGCCA 

CC 

(SEQ ID 


A AOPf 

GGAA 
GCGAT 
CTCAT 
CGAA 


AAGCCGGAAGCGATCTCATCGAAGGTCCGGCC 
TTTGGTCTCAGGAACTTTGAAGTAGGTGAAGA 
TGAAGAACAGAACCAGGAGCACGGTGAAGAT 
GATGAAGACGTACGGACCACACAGTTGCTCTA 
CATACTGGAAGCACATGCCCACAATGAAATTT 
GAGGTCCAGTTGGAGAAGCCAGCAACAGCAAT 
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NO: 204) 



(SEQ 
ID NO: 
205) 



GGCAGCTGGGCGAGGACCCTGGCTGAGGAGTT 
CAGCCACAATGAACCATGGGATGGGGCCAGGG 
CCCACTTCAAAGAAGGCCACAAAGCCAAAGAT 
GGCCACGATGCTGAGATACGACATCCAGGGCA 
GTTGTTCCAGCAGCGCCAGCGCGATGGTCATG 
AGCACGGCACAGCCCGCCATGCCAGCCAGGCC 
TATGAGGTGCAGGGTCCGCCGGCCGGCGCGTT 
CCACCACGAACAGCGACACCACGGTGAAGGCC 
GTGTTCACGATGCCGGAGCCGATGGTGGCATA 
CACAGGCTGCTGC (SEQ ID NO: 206) 



C74 



SHB (Src 
homology 
2 protein) 



CGCCGA 
TGAGTA 
CGACCA 
GCCTT 

(SEQ ID 
NO: 207) 



GCTCA 
GCCCC 
TTTGA 
TGGGT 
AGC 

(SEQ 
ID NO: 
208) 



CGCCGATGAGTACGACCAGCCTTGGGAGTGGA 

ACCGGGTCACCATCCCAGCTCTGGCAGCCCAG 

TTTAATGGCAACGAGAAACGGCAATCATCCCC 

CTCTCCTTCCCGGGACCGGCGGCGCCAGCTTCG 

AGCTCCTGGAGGGGGCTTCAAGCCCATTAAGC 

ATGGGAGCCCTGAGTTCTGTGGGATCTTGGGA 

GAAAGAGTGGATCCTGCTGTCCCGCTGGAAAA 

GCAAATCTGGTATCACGGAGCCATCAGCAGAG 

GAGATGCTGAGAACCTTCTGCGGCTCTGCAAG 

GAGTGCAGCTACCTTGTCCGGAACAGCCAGAC 

AAGCAAGCACGACTATTCCCTCTCTTTGAAGA 

GCAACCAGGGCTTTATGCACATGAAACTGGCC 

AAAACCAAAGAGAAGTATGTTCTGGGTCAGAA 

CAGCCCCCCGTTCGACAGTGTCCCAGAAGTCA 

TCCACTACTATACCACCAGAAAGCTACCCATC 

AAAGGGGCTGAGC (SEQ ID NO: 209) 



C75 



Ear-3 (v- 




erbA 


TGCAGA 


related) 


TCACCG 


or 


ACCAGG 


Apolipopr 


TGTCC 


otein AI 




regulatory 


(SEO ID 


protein 


NO: 210) 


(ARP-1) 





CATAT 
CGCGG 
ATGAG 
AGTTT 
CGATG 
G 

(SEQ 
ID NO: 
211) 



TGCAGATCACCCGACCAGGTGTCCCTGCTTCGC 

CTCACCTGGAGCGAGCTGTTTGTGCTGAATGC 

AGCACAGTGCTCCATGCCCCTCCACGTCGCCC 

CGCTCCTGGCCGCCGCAGGCCTACACGCCTCA 

CCCATGTCCGCCGACCGAGTGGTCGCCTTTATG 

GACCACATACGGATCTTCCAAGAGCAAGTGGA 

GAAGCTCAAAGCGCTGCACGTCGACTCCGCCG 

AGTACAGCTGTCTCAAGGCCATAGTCCTGTTCA 

CCTCAGATGCCTGTGGTCTCTCTGATGTAGCCC 

ATGTGGAAAGCTTGCAGGAAAAGTCCCAGTGT 

GCTTTGGAAGAATACGTTAGGAGCCAGTACCC 

CAACCAACCAACACGATTCGGAAAGCTTTTAC 

TTCGCCTCCCTTCCCTCCGCACGGTCTCCTCCT 

CAGTCATAGAGCAATTGTTTTTCGTCCGTTTGG 

TAGGTAAAACCCCCATCGAAACTCTCATCCGC 

GATATG 

(SEQ ID NO: 212) 



Please substitute Table 7 with Table 7 amended as follows: 
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Table 7 


Band# 


Genbank Gene Name 


Accession 


Sequence 


CTP1D 


No significant match 




GACTGAGACCATTTATTCNAGACA 
CGCAGCTGACCAAGGAGTGAGGG 
AGGGACCAGGTGTGCAAGCTAAT 
AAATAGAGGAGGGGGAGACTTCC 
TGGAGCTGTAGCCATTCAGTCTTC 
ATTCTTCTCAGGCATGAAGGCATC 
TC I 1 1 I CTGACCAAAGCTT (SEQ ID 
NO: 213) 


CTP1G 


No significant match 




AAGCTTTGGTCAGCAATTATATTA 
GTTTGCA I I I I AGTGACAGGTGTA 
AGAGAAAGGCCCCTTCTTCCCTTA 
CTGGGACAAATCTAGAAATCTTAC 
ACAGATGTGCAAATAAAGCTCGCG 
TGGTGTTC (SEQ ID NO: 214) 


CTP3B 


Homo Sapien N-myc 
downstream regulated 
(NDRG1) 


BC003175 


GCAAAGTTACAAATTTATTGGTCT 
GGAAATAAATACAAATATCTGATTA 
AGAAACTTCTCTGGAAAGACTTGT 
ACACAACAGI I I I CCTGTCTCGAT 
TCAGCCACTCCTGCCCTGACCAAA 
GCTT (SEQ ID NO: 215) 


CTP4B 


No significant match 




GAGCAGCAGTGAGCAAAACCCAC 
GAAGTTG I I I I AAGGTTACAGCTA 
TGAATAAACATTGTCCAAACAATG 
AAGATTTAGGGCTGAAGAACGAG 
CGTATGTCTACAGTCGAAGCTT 
(SEQ ID NO: 216) 


CTP7B 


No significant match 




CAGGTGCAAGAGGTTTGTTTGGG 

AGGTAATCCTAGAAACCACAGAAG 

GGGGTGGGGATAGGAGGGATGG 

CAGGAAAACCAGTAAGAACTGTGT 

TATTGAGAAGGTTATCACTGTGGA 

CAACTGGCACAGAATACACTTCAG 

AGCTGTCGCCCTGAGGGACAATG 

ACGCCAAGGTC I I I I I CTCTAAGT 

CCTGTTTCTTATAGGCCGAGGGTG 

GCTCCTGGGAGCAGTAACTGCCA 

ACAGTCGAAGCTT (SEQ ID NO: 

217) 
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CTP8A 


No significant match 


i 


AAGCTTGATTGCCCATACCTGAGC 

CATTGATATATTTGAAAATTATGGC 

ACAAATGGAAGAGAACCACATTTG 

AAAAGCTTCCAGCCTTTCAACAGA 

AfiATAACTCTTCTTGTTTTGCAGAT 

TGAGCAGATAATTTCI 1 1 IGAAGG 

TGATAGTTTCCTAAATTGGATAAAA 

CCGTGGCTGCCATTATATTCACAG 

AAAATAAAATGAAAACTTCAGTTAA 

TTGTGGATTTG (SEQ ID NO: 218) 


CTP8C 


Human DNA sequence from 
clone RP4-734P14 on 
chromosome 20 




CAATATTCTTAAGAGTTTATTATAA 

ACTAGTTTCACAGGCTACAAGGAA 

GTATTTAGGACTATGTACAGCCTG 

ACGGGAAACAGGCAGGGAGCTGA 

GGAGGGCCAAGATGAGTCTAGGG 

rrirrifiTGGGCGCATTCCCGGGG 

GAGGGGGCCCTGAAAGGGAAACC 

AGACAATCCTGTGAGACTCCAAGA 

ACAACGGCATAACAAACAAACACG 

TCTGTGGCAATCAAGCTT (SEQ ID 

NO: 219) 


CTP10Y 


Canis familiaris mitochondrion 


CFU96639 


AGTAGATGGGACCGAGAATAA 1 1 1 

TAGGGTTAAGGGATAGGAGGAGT 

AGGGGCAGTAGGTGCAAGGTCAT 

TArsrsfsrATTTTfrrCGTGTGAATGA 

TGGTTTGATAI 1 1 1 1 GATATGGTG 

GGAATATTTACCACGTTGTGTGGT 

GATTAATATATAAAGTGAGTATAG 

GGCGGTAAAAGCTT (SEQ ID NO: 

220) 


CTP11A 


cyclin-dependent kinase 
inhibitor 1A(p21, Cip1), 


BC001935 


ACTAAGAAATATTTATTGAGCACCT 

GCTGTGTACCCAGCACTGCGGGA 

GGGGCTGTGAGAGACCCAGGGCA 

GTACAGGACTTGTTCTTGCCCTTC 

AGAGGCTTATAGTCTAGGTGGAAA 

CAGGAGAACCAGGACACATGAGG 

AGCCAGGAGAAAACAGTACAGGC 

CAGGATGTTACAGGAGCTTACAGT 

GTTTGGGGTCAGACCCACTAAGT 

GCTTCAGTACCTCTAGGGGCTCAA 

TGTTCAGGGCCAGAAGAGACAATA 

ACTCACAACTAGCCCATGTAGCAT 

GCCCTATCCACAGCGTCTACCTCT 

GCTATCTTAAAACATCTGACTCCT 

CGTTAAGCTT (SEQ ID NO: 221) 
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CTP16B 


Homo sapiens cDNA FLJ20541 
fis, clone KAT1 1364 


AK000548 


CAAAGAAI I I IGI I I IAI I A I AG I A 

CATGAGCTGGACTGATGGGAAAG 

GGTAGGTGTATGGGCAACCACTG 

CCCAGATTAGCATCGGATGCCCAT 

CCCGATGGCCATGAATGTGCCAA 

ATGTGCCGCCACTCTGCATCATGG 

I I I ICCCGATGCCGCCCATCAGCT 

uL»OoAL»L>OOoOA 1 1 VyOoA 1 OO 1 o 

AGACAGGAAAAGGTGCCGAAGAG 
CGCCCCGGCCGCCATGCCCACTG 
CACAACCCATCACAAAGCCCATCT 
TCACGCGGTAAAAGCTT (SEQ ID 
NO: 222) 


U I r I / o 


ino significant matcn 




CAIAIAIAI ICI 1 1 1 1 IAI 1 ICI IGI 

TATACCTTCCCAAAACAGAGACAT 

TCAACAGTAGTTAGAATGGCCATC 

TCCCAACAI 1 1 1 AAAAAAACTGCA 

CCCCCCAATGGGTGAACAAAGTAA 

ALjACjTAGTAACCTAGAGTTCAGCT 

GAGTAAGCCACTGTGGAGCCTTAA 

GTGGTGAGGTCTTCCAATTTCAGA 

GTGATGTGTCTTCAACTTGTATCA 

TCAI 1 1 1 AGCGGTAAAAGCTT 

(SEQ ID NO: 223) 


CTP18B 


No significant match 




CCAAAGAAGTGTTTATTAACATTTG 

GGGUU 1 OA(jO(jC3(j(jL»OA(jAGAG 

GAAGTGGGTGCTAGAGGCTCCTG 
AGGCTCAGGGCAAGGCCTGCAAG 
ACAGATCCCATTGCTCAGGAGGC 
AGCCCAGATTGCAAATGGAAGACA 
GG (SEQ ID NO: 224) 


CTP19F 


Homo sapiens chromosome 5 
clone CTB-187A7 


AC008651 


AAGCTTTTACCGCAATGAGGGATT 
TATACATGAAAAATGGACAAGGCT 
1 1 oUA 1 1 Ao 1 1 1 AO 1 L>L>/\ 1 OAOAo 
CACAGTCTACATTTAATGATTTACA 
AGATCTGAGAGAGCAGATTCTTCG 
AGTTAAAGACACTGATGATGTAAG 
CTGACTTCCTAATAAATATAI 1 1 IA 
CTTG (SEQ ID NO: 225) 


CTP20B 


Rn^ tannic rihn^omal nrotpin 

UUO LCI U 1 U« 1 lUUOvl 1 1 CI 1 yJ 1 ULdl 1 

L30 mRNA 


AF063243 


AAGCTTAACGAGGACAGGCCATC 
AGGGCTGCCAAGGAAGCAAAAAA 
GGCTAAACAAGCATCTAAAAAGAC 
AGCAATGGCTGCTGCTAAGGCTC 

PPAPAAAfifif^Afif^APATAAfSPAAA 

AGATTGTGAAGCCTGTGAAGGTTT 
CCGCACCCCGAGTTGGTGAAAAA 
CGCTAAGI 1 1 1 AGTGGATCAGATT 
TTTAAATAAACATCTGACTCTAACT 
(SEQ ID NO: 226) 
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CTP21A 


Rattus norvegicus ribosomal 
protein L31 (Rpl31), 


NMJ522506 


CATGGAGCNGTTTTATAUUI MAl 1 

TnArAATCAGCGATTAGTTCTCAT 

CCACATTAACAGTCTGTAGAI 1 1 1 1 

GAAAGTGGTGACAGGTACGTAGG 

TAACCAGCGTGTAGAGCTTGTTTG 

GTGAATCTTCATCCTCGTTAAGCT 

T (SEQ ID NO: 227) 


CTP22C 


Canis familiaris mRNA for 
ubiquitin-ribosomal protein L40, 
fusion 


AJ388512 


CAATGGTGTCACTGGGCTCGACC 

TflAAGGGTGATAGTTTTGCCCGTC 

AGGGTCTTCACAAAGATCTGCATC 

TCTGCGTCTGCTGGAGCGAACTC 

GCAAGGCCGCCGCCACCAAACCG 

CTCGCCCACCTCGTTAAGCTT 

(SEQ ID NO: 228) 


CTP25D 


No significant match 




AAGCTTGCACCATATATATAACTCT 

TGGGCAGAGGGTCTGGCATACAT 

AAGTAGATACTCAGAAATATCTGT 

TGGATTGTGTTGATTTAATTATTTT 

TnTrvtTfirTTf'.TTTTAAAGATGAG 

CACTTTCTATTAGATATTTTTTTGA 

TCAAAAAAAAG ATA 1 ! 1 1 1 1 IGATC 

ATACAGATTTAAGCAGGA 1 1 1 1 IAT 

TAATTCGTTTCTCTTCCTGGTTGG 

(SEQ ID NO: 229) 


CTP26A 


Canis familiaris chymase gene 


Uoyour 


CATGAGAGAGACGGAAAGAGAGG 

CAGAGACACAGGCAGAGAGAGAA 

GCAGGCTCCATGCAGGGAGCCTG 

ACGAGGGACTCGATCCCAAGACT 

CCAAGATCGTACCCTGGGCCAAA 

nnrAGGAGCTTAACCGCTGAGCC 

ACCCAGGTGTCCCAACTGTCAGG 

GTTTTAAAAGAGTGAGTGAAATTT 

GGGGAAATATCAAGGCACAGTCAT 

ATTCATAAACATAATACGTTGAGAA 

GCTT (SEQ ID NO: 230) 


L» 1 rZOD 


H.sapiens cycA gene for cyclin 
A 


X68303 


AAGCTTCTCAACGTATATGGTGTA 
CAGTTTTTGTMGGTTTTAATTTTA 
CAATCATTCTGAATAGTTATGGTC 
AAGTACAAATTATGGTATCTATTAC 
TTTTTAAATGGTTTTAATTTGTATAT 
CTTTTGTACATGTAACTATCTTAGT 
TATTTGGCTAATTTTAAGl 030 1 1 1 l 
GTTAAAGTATTAATGATGCCACCT 
GTCAGCACAATAAGAGTAAGAACT 
AATAAATGGATTTGG (SEQ ID NO: 
1 231) 
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CTP27C 


Homo sapiens CTCL tumor 
antigen se20-10mRNA 


AF1 77227 


AAGCTTCTCAACGTATTCAAGAGA 

AAACTTCTAAATTGCCAGATATGTT 

AAAAGACCATTATCCATGTGTGTC 

TTCACTGGAGCAGTTAACAGAGTT 

GGGAGGTGAAACTGATG I I I I IGT 

ATGCCGTCCTAACACAGCCCTATG 

CCCGATGTACTCAGAGACTGGAA 

CAGCACAAGAGAAATAAAGCAACA 

ATCAGTAATGGG (SEQ ID NO: 232) 


CTP28D 


Homo sapiens upstream 
binding protein 1 (LBP-1a) 
(UBP1 


NM_014517 


AAGCTTTGGTCAGGCAGGAATAG 

GAATGAGTAATTTGGGCTTTGAAA 

TCTCTCCCAGAAGACAAACTACTT 

CGATGGGAAAAAGCTTTGACATTT 

TGTGTTTTATTTGTAGAGGGGGTT 

ATTGGATACAGAGGAGCCTGGTCT 

CATACAI I I I CATCTTCAGTCTGAA 

AAGATCTGTAATTCTGTAGACCCT 

GAAGCGGGGGAAC I I I I CTTTCTG 

CCATCTCCCTTTGCTTTCATATGAA 

CACCTCTTCTGTACCAATCATTTG 

GAAAAGAAGTGAGCATATCTCTTG 

TTTTAAAAGTTTTGCTTGNCTGGTT 

AGCATTCC I I I I GAGCTCAACATA 

TATGGAACAATAAATGTCATTTAAT 

GCTGNGNGCTA I I I I GAATTCCTC 

ATCAGGI I I I AGAAGTGGGGTCAA 

GAACACTTAAAAGCTCATTGGACT 

TTGAAATTATNCCAGCCGCCNTTG 
ACCATTATPTfifirPPANPAAAnr A 

GGTTAAATTATGGCNCCNGCAAAT 
TTGCI 1 1 1 1 1 1 1 1 1 AATAGNNGGAN 
GNNTACNTTTCAGNTTAATAAATG 
TTTTCCGATGGTTTGC (SEQ ID 
NO: 233) 
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CTP30E 


Homo sapiens BAC clone CTB- 
60N22 from 7q21 


AC003083 


GGTCAAAGTGTATAGTTTTGACTT 

ACCCCTCCCAGATCCTGAATGTCC 

TTTIGGAGI I I I I CAGATACGGTG 

ACAGAAGGTAAGTCAATGTAAAAT 

ATTTTTCCCCAGAGTGGCTTATATT 

TGTAI I I I I CTGGTTTGTTATCAGT 

TTTCATAGATTTCATAGATCTGTTT 

I I I I CAI I I I I GACTTGGATTCCAC 

CTGTTGTTTAAAAAAAGTAGAATCA 

GATCATGATTTATGTGGACAGAAA 

ATTTCTCTTTTAAAAATAC I I I I I AT 

ACAGTCATCATTTCATAGAGGGGG 

AAAAAATCTTTATAATACCACCAAT 

ATTTCTTCGTAGTATCACTTAGGAT 
AAAACCAGAATACCATATTTG 1 III 
AACAGATCCCATACTGTAAAATAA 
TCATCGTTCACAGCCTACAGTCGA 
AGCTT (SEQ ID NO: 234) 


CTP31A 


No significant match 




GGGGCAGATAAAAACACTTAATGT 

AAAATTTAPPPTPTPAfSAAAAATTT 

CCAGTATGCTATACGGTATCACTA 

ACTATAGTCACTATAGTATACAGTA 

GATCCCTAGGATTTATTCATGATG 

TACAGTCGAAGCTT (SEQ ID NO: 

235) 


CTP32D 


cDNA FLJ 14795 fis, clone 
NT2RP4001219 


AK027701 


AAGCTTGATTGCCAGAGTTACGAA 

AAGCATCAAAGCATCTTTATGGTC 

AGCTTAAATTTGGTACACTAGATT 

GTACAATTCATGAGGGACTCTGTA 

ACATGTATAACATTCAGGCTTATC 

CAACAATAGTGGTGTTCAACCAGT 

CCAACGTTCATGAATACGAAGGCC 

ATCACTCTGCTGAACAGATCTTGG 

AATTCATAGAGGACCTTATGAATC 

CTTCAGTGATCTCCCTGACACCCA 

CCACTTTCAATGAACTGGTTAAAC 

AGAGAAAACATGACCMGTCTGGA 

TGGTTGATTTCTATTCTCCATGGT 

GTCATCCATGTCAAGTCCTAATGC 

CAGAATGGAAAAGAATGGCCCGG 

ACATTAACTGGACTGATCAATGTG 

GGCAGCGTAGACTGCCAACAGTA 

TCATTCI 1 1 1 1 GTGCCCAAGAAAAT 

GTTCGGAGATCCCTGAGATAAGAA 

TTTACCCCCC (SEQ ID NO: 236) 
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CTP34A 


Homo sapiens ribosomal 
protein OZ9 


NM_001032 


AAGCTTTGGTCAGGGCTCTCGTTC 

TTGCCGCGTCTGTTCAAACCGGCA 

CGGTCTGATCCCGGAAATACGGC 

CTCAACATGTGCCGGCCAGTGTTT 

CCGTCAGTACGCCAAGGATATAG 

GCTTCATTAAGTTGGATTAAGTGA 

APTTPPTTrt A ATfififSTP ATC C A ACS 

ATACCTACCTTAACTGCAGATGTC 
CAAGATACCTACTTTGATGCCAAC 
TCATTGTATATAAAATAAAAATACT 
CCAATTATGAGTG 1 1 1 IAATGTG 
(SEQ ID NO: 237) 


CTP36A 


No significant match 




CAAGI 1 1 IACCAI IGI 1 1 IAAI IAI 

TGAAACAAAATTAACGTAAGTAGA 

ATCATGTGCAACAGTGTCTCTAAC 

ATATGGAAGAGGTAAATATGAATT 

TTATACAATAAGGTATATTATCCAC 

TGTAACAAATTTCCAATAATTTGGC 

AAATTCTAAGCAAAGTATGCAAATT 
GGAGATTAACTCTAAACAGGCATA 
ATTATCTTCTTATCCAG 1 1 1 1 ICTG 
AAGAGACTGAAGAGTTCAGGTCTG 
ACCAAAGCTT (SEQ ID NO: 238) 


CTP37A 


Homo sapiens nuclear factor 
associated with dsRNA NFAR- 
1 


AF167569 


CAGAIGIGAIAAAAICGI 1 1 ICAI 1 
ACTGTCAAAGGCATCAACCAGATT 
TGGGAATTTGTTAAAAGGTTAAAA 

ATTrATArAAAAm^PTl^TAAATT 

AAGACAAAGGTAGATTAAAATGCA 
TCATTATCTGTCTCTTAAATAAAGT 
AATGCTTTCCATAAAAAGCAAAGG 
TGGGC 1 1 1 1 GCCTTGATGCTGACC 
AAAGCTT (SEQ ID NO: 239) 


CTP41B 


Homo sapiens mRNA for 
KIAA1 392 protein 


AB037813 


GGGAAGTGTCAAGGATCAGTTCC 

GTGGCACCCTCTGACCACAGACT 

GGGAGCAACACGCATCTGTGGCA 

TTTAAAAATGGAATTGGCAACTTC 

ATGACATTGGAATGCATATCACAC 

TTACAGTGTCTAGACTTTCCTATGT 

GTGCTCAGTTACAAGTAGTGAAGC 

AAAAGTATACATATCACCCCTACT 

GCTATTCGGTTGCTACAGAGCCAT 

AAATGTGAAAAGCAATACTCTGAA 

ATAAAGA 1 1 1 1 IGI 1 1 1 1 IGCCCTA 

GCCTACTAAGCTT (SEQ ID NO: 

240) 
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CTP47G 


No significant match 




AAGCTTGCACCATACTCCTCCTCT 
ACATATGCTCCCAAATTACCTTCTA 
AAAAGGCTGTATTAATTTACTTTCA 
CCAGTAGTATTATGAGAGTGCCCA 
TGTCCCTTAGCCI 1 1 1 AAAATTCAC 
TATGAGCAATCTTTAAATCATGTAC 
TAAATCTTATAGGCAAAGAATAGG 
GCCTTGCCCCTGCCCCTGTT (SEQ 
ID NO: 241) 


CTP50A 


No significant match 




ATTCCTTTTCCAAGGACCTCTCTT 
CTATGTGATCACTGAGTAAG IT CA 
GTCACTCCCATCATCTCTAGATTG 
GAGATTTCCAAAtTTATGGCCTTT 
CCTAACTTTGAAGTCCTTATTTCTA 
ACTGCCTACTAAGCTT (SEQ ID 
NO: 242) 


CTP51A 


Homo sapiens intestinal N- 
acetylglucosamine-6-O- 
sulfotransferase 


AF219991 


ATAAATAGAGATGGGGGTCTTGCT 

ATGTTGCCAGGCTGGTCTTGAACT 

TCTGGGATCAAGCAATCTGCCTGC 

CTTGGCCTCCTAAAGTGCTGGGAT 

TACAGGTGTGAGTCACTGTGCCTG 

GCCTCATATAGTCACTATAACAGC 

CTACTAAGCTT (SEQ ID NO: 243) 


CTP52B 


No significant match 




AAGCTTAGTAGGCAATAATAGAGA 
AGTAGAAATTGAATGTGGAACATT 
AACCATTAAAAATCATAC 1 1 1 1 GAA 
TGTGCTGAGGTCATGAATTG 1 1 1 1 
TACCTTCTTTGTAATTTGTG 1 MM 
CAGAI 1 1 ICTGTAGTTAGCATATAT 
TCTATAATCAGAAAAAGATGCTTC 
AAGI 1 1 1 1 IGCAGATTTCACAGAAT 
TTTGTTT (SEQ ID NO: 244) 


CTP53A 


No significant match 




AAACAAAATTCTGTGAAATCTGCA 
AAAAACTTGAAGCATC 1 1 1 1 ICTGA 
TTATAGAATATCTGCTAACTACAGA 

A A ATfTP AA A A APAPA A A TT A A A A 

AAA 1 U 1 oAAAAAUAUAAA 1 1 AUAAA 

GAAGATAAAAACAATTCATGACCT 
CAGCACATTCAAAAGTATGAI 1 1 1 1 
AATGGTTAATGTTCCACATTCAATT 
TCTACTTCTCTATTATTGCCTACTA 
AGCTT (SEQ ID NO: 245) 
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CTP58A 


No significant match 




AATTGTCACGAACAGGGCTGACTG 
ACACTGCAGTGTGTCCTTGTTTGT 
TGATCCCTGATCTAGGCCTCGGCT 
TTTCAAACTGCAGTTGATCAAACT 

TCTCTGGTGCTTCTCTTTAATCGTT 
TTCTCCTTAAATGGGTTACTTTCTT 
ACTAGGAAAAAAAAAATGTTCCAC 
CTCTGGAATTAACGTTGAGAAGCT 
T (SEQ ID NO: 246) 


CTP59A 


Homo sapiens cyclin D2 


XM_012143 


AGGTCAAGGTGAGTTTATTGTCCA 
AATAGCATAACCTAATTGCATTCAA 
AACCAI 1 1 1 CAAATCCATCTTTAAA 
CTAGTCAGAAAACAGGTTATTATTT 
1 1 1 IAAATCACTTAACACTGAACAG 
ATAAGACCTCTTAAAAGGCAGCTG 

A P T A T A T A T fiTY^ A A T A T A n 

CAATACAACA 1 1 1 1 1 GCCATACTTC 
CTAAAAACC 1 1 1 ICGCATACACTG 
ATCATGCTACTTATCAGCACI 1 1 1 1 
AACATCCTGACCAAAGCTT (SEQ 
ID NO: 247) 


CTP60B 


Homo sapiens RNA binding 

motif, single stranded 
interacting protein 1 (RBMS1) 


XM_016120 


ACTAAAATAAACCTGTTCGGGGGG 
AACAGCTACTAGATGAATTTAAGG 
Gl 1 1 1 ATGCACCTTATAGAACTTAT 
AGCAAAAATAG 1 1 1 1 AGTTGATTTC 
ATTATAAATAACG 1 1 1 1 CAAGAACC 
TGTGCAAAACTGTCAATAATTTCCT 
AAAGCACAATTGATCAGAAAAATC 
CATGATTGTTCAGCCTTCACACCC 

TTrTTrAT^TAA^AAPArmTPT 
MOM Un 1 O 1 nnbMAL/AUUO 1 IOI 

GTACATCTCACAGTTACTTATTAG 
GTTGAAAGGTATATGGTGAATGGT 
CATTAGACGTCTCGACAGCCACCT 
GCTGCTGACCAAAGCTT (SEQ ID 
NO: 248) 


CTP61D 


prion protein [mink, Genomic, 
2446 nt] 


S46825 


ACATTAAATGCCCAGTGCAAGCCA 
GGAACATTGCAGAATGCTAAATTT 
ATCTGCTAGGTGATGATATTGAAC 
GATCTAGACAATAATTTCACCTTAC 
TTAAATAACAATGAACAGAATTCCT 
1 1 1 1 1 ICCACTCTGAGTGGATATTT 
CTGTCATCTCTGACCAAAGCTT 
(SEQ ID NO: 249) 
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CTP62A 


No significant match 




AAGCTTCGACTGTCGCATCAATGA 
ATGI 1 1 1 AAGTAATAACTTTGCTGG 
TTATCAGCTTGATGGTGCATTAATT 
TTATGGCTCATTTCCTTTAI 1 1 IGA 
CCATTGTCGGATTCTTCA 1 1 1 1 ATA 
TTGGACGATCCCCAATCGAACGGT 
ACCAAI 1 1 1 1 1 CAGCTGTGATTGC 
GGCATGTTTCAACGCGACCGTTTT 
TGAAAI 1 1 lAAAACATTTATTTGGC 
TGGGTCATGAGTAATTTCACCAGC 

TATfSAAATPfS 1 1 1 ATPtfiTfiP 1 1 1 1 G 
CAGCAGTTCCTAI 1 1 1 1 CTACTTTG 
GATCTATCTGTCTTGGAATATCATT 
TTATTGGGTGTAGAAGTGAGTTAT 
GCACTCACCGCCTTCCATTCTGGT 
(SEQ ID NO: 250) 


CTP63A 


No significant match 




AGAATCAAGCCACCAGGTGTTTAT 

TTTTGCACTATAAATAGAGTTCCCT 

AGTCCCAI 1 1 1 GTTACATAATATAT 

GAGATAACAGAGAACCTAAAATTC 

ATTTGGTGAAAATCAAGTGTGTAG 

TATACCTAAATACCAATGAGCTAG 

TAAf^APTTf5TAARRPAPTf5AAf?f;T 
AAGGCTAACAGCAACAGAGTCCTT 
TATGAAAATAATTTCAGAACCACAA 
CGCATTCTCTGATGGTGCATTCCC 
CTGGGACAGTCGAAGCTT (SEQ ID 
NO: 251) 


CTP64B 


No significant match 




CAICGCAGACAI I I Al I I I AG I I I I 
GTTAATTTCAAATATTCATTAACCT 
CTTGTATCAGATTTAAGGCAGAGA 

GAACCGGGGTTTAGATAGTGTAGT 
CCACCCTGGGTTCCACCAGGGAG 
ACCTCACCCGAGATGACAGGTCC 
GGTTGCTGGTGCACAGTCGAAGC 
TT (SEQ ID NO: 252) 


PTPR^A 
\_/ l roun 


Pig mRNA for endoplasmic- 
reticulum Ca(2+)-transport 
ATPase (class 3 non muscle 
transcript ) 


X16951 


CCAI 1 lAAAAIGI 1 1 IAI 1 1 ICCI 1 

TTTAAACTAGATTGTGAAGTGCCA 

CTGAAATAGGCAATGTTGGCAAAA 

CAATGTCTGTTACAATAAAATACAT 

TAGACATTTAAATAAATAACCTTAA 

AAACTACATGGGGGGACATGAAC 

CCAGTCGATTGAATCTGGAACAAT 

GIN 1 CTGCACAAGCGAGAACAGG 

CATACCTCTTGTTAAGACTGATGT 

AAACAGAACCATCGGAACCCTACA 

GTCGAAGCTT (SEQ ID NO: 253) 
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CTP67A 


clone RP5-1071L10on 
chromosome 20 


AL 133228 


CACG I I I 1 AAAACTTTATTTGCATA 

TTAAAAAAATTGTGCATTCCAATAA 

TTAAAATCATTTGAACAAAAAAATG 

GCACTCTGATTAAACTGCATTTTAA 

CAGCCTGCAAGATACCTTGGGCC 

AGCTTGGTTTTTTACTCTAGATCTC 

ACTGTCCTCCCACCCAGCTTCTTC 

CTTCACCAACATGCAAGTTCTTTT 

CCTTCCCTGCCAGCCAGCCAGAC 

AGGCAGATGGGAAAGGCAGGCGC 

CTTCGTTGTCAGTAGTTCTCCATT 

CTTTGATGTGAAAAGGGGCAGCA 

CAGTCATTTAAACTCGATCCAACC 

GCTTTGCATCTTACAAAGTTAAAC 

AGCTAAAAGAAGTAAAATAAGAAG 

GCAATGCTTGTGGAATGTACAGTG 

CATATTGGCGGCGCACGCCTCATT 

ACGATTCGGCTACTAAGCTT (SEQ 

ID NO: 254) 


CTP68F 


Oryctolagus cuniculus New 
Zealand white elongation factor 
1 alpha Rabefla2) 


U09823 


CTCATTAAACTTTTGTTTTAATGGG 

TCTCAAAATTCTGTGACAGATTTTT 

GGTCAAGTTGTTTCCATTAAAAAG 

TACTGATTTTAAAAACTAATAACTT 

AAAACTGCCACACACGCACAAAAA 

AAAAAAAAAAAACAAATGGTCCAC 

AAAACATTCTCCTTTCCTTCTGAAG 

GUI IACGATGCATTGTTATCATTA 

GCCAGTCI 1 1 lACTATTAAACTTAA 

ATGGCCAATTGACACAAACAGTTC 

TGAGACCGTTCTTCCACCACTGAT 

TAAGACTGGGGTGGCAGGTATTA 

GGGATAATATTCATTTAGCCTACT 

AAGCTT (SEQ ID NO: 255) 


CTP70A 


No significant match 




AAGCTTAGTAGGCACGCAATAAAT 

AGGAGAATGAATCAGAGTCCTCCA 

ACGCGTCCTCCCTAATGTCCCTTT 

GAGCTGCCTCCTCTTCCACTCTGC 

CTCAGCTTGTCCATGTCACTTCGC 

TCCAGAGCAGCCGCAAGAGCATC 
TTAACACCTTGTGGPrTfSA Ann 

CTCCCATCCTCCACTGTACAGTGA 
TATGACTGAAACCTCATTTAACCTT 
TTAGAACTACCAGGAGGAGGTTCC 
CAAGGATCCCAGG (SEQ ID NO' 
256) 
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CTP71A 


Canis familiaris caveolin-1 
mRNA 


U47060 


CACTGAATCTCAATCAGGAAACTC 

TTAATGCACGGCACAACTGCCCAG 

ATGTGCAGGAAAGAAAGAATGGC 

AAAGTAAATGCCCCATATGAGTGC 

CATTGGGATGCCAAAGAGGGCAG 

ACAGCAAGCGGTAAAACCAGTATT 

CTGGCCTTCCAGATGCCATCAAAA 
CTGTGTGTTCCTTCTGGTTCTGCA 
ATCACATCTTCAAAATCAATCTTGA 
CCACGTCGTCGTTGAGAAGCTT 
(SEQ ID NO: 257) 


CTP72B 


No significant match 




CCATTTTTGCTCTTAAAGAGCATCT 

TAAGTGAGAGATCATGACAATCTT 

TGGCCACTCCAGGTTTTCTCATCT 

AOTAr'AT^AT^TrtTTPPfAAPAAT 

AAGCCATTGAAATTAAAGGTCTCC 
AGAAGI 1 1 1 ATCTGGGGTCTGTGA 
TTGAAAAGAAGGAAAATGAGATGA 
GAGACTGCCTACTAAGCTT (SEQ 
ID NO: 258) 


CTP73A 


Homo sapiens chromosome 11 
clone RP11-546N8 map 11q 


AC026201 


CAAGCCCATCAATTAGTLSI IUI 1 1 1 
TATAGACATTACACACAACACATAT 
ATAGTGACACAAACACAAGATTCA 

AO AL» 1 lol nnbn 1 1 1 1 1 1 Ml 1 1 OUU 

AGTTTCTTAATTGGATTACTGGCAT 
CAGGGTGGAAACTTTAGAGGAAG 
AGAGCCAGGTAGCATGCATTTCTA 
GGGCCTACTAAGCTT (SEQ ID NO: 
259) 


CTP73B 


No significant match 




CCCATAAGAAACATCTTTAAAACAT 

TCAGAATACTCAGGATAATCAAGG 

CTAATATTCCTATAAATTCCTTACG 

TY^TATTATriTAPATTPAfiAAAAGT 

GTAAATTACTCAAATATTATACTCA 

AAACCCCTTATAGTCTGCTAACTT 

GCATGTAGAAACATCTGAAGTAAC 

ATGCTGCCTACTAAGCTT (SEQ ID 

NO: 260) 


CTP74A 


No significant match 




AAGCTTAGTAGGCATCAATTGGAT 
CCTTTCCTATGTTGAAATGGAAGA 
ATTAATGAGCTTACATTAATTAGTA 
TTGTAATGTGTAAAGGAAGCCCAG 
CAAMTTTTTTGAAAACTTGATGAT 
CCCAACGTATTTACCATTGTATGTT 
AAAGCAAAATAAATCACCA 1 1 1 1 1 1 
TA (SEQ ID NO: 261) 
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CTP75C 


No significant match 




CTTTCTGCCCTCACAGCCTCCTGG 
CTCTGGCCCAAAAAGTGATTCATT 
TGTAAATTATCATGG 1 1 1 ICTGCAT 
TAAAATGGCCATTTCTGG (SEQ ID 
NO: 262) 


CTP76B 


No significant match 




AAGCTTTTACCGCCATCTTGGCTC 

CTGTGGAGGCCTGCTGGGACCAG 

GACTCCTAAAGCGACGANTTTTTN 

TGGAAGGCTTTGGTCCAAGGCCA 

Mil 1 GCCGGCTATAAACGGGGTC 

TCCGGAACCAAAGGGAGCACACA 

GCTCTTCTTAAAATTGAAGGTGTTT 

ACGCCCGAGATGAAACAGAATTCT 

ATTTGGGCAAGAGATGCGCTTATG 

TATATAAAGCAAAAGAACAACACA 

GTCACTCCTGGCGGCAAACCAAA 

C AAAACCAG N AGTCATCTGGGG A 

AAAGTAACTCTGGGCCCATGGAAA 

CAAGTGGCATGNGTTCCGTGCCA 

AATT COoAAoOAA IN 1 1 1 1 M 

ATGCCATTGGACACAGAATCCGAG 

TGATGCTGTACCCCTCANAGGATT 

TAAAACTAACGAANAANCAATAAA 

TAAATGTGGATTTGCG NTCTTNGG 

(SEQ ID NO: 263) 


CTP77D 


ino signincani maicn 




CAATTGGTTTAGTTTTATTTCAAAA 

TTGTACAAAATGGCCATAAGCGGC 

TATAAAAAATTTCG 1 1 1 1 CGGAACA 

CGTGGAAATTCAGAAAGAACAACA 

AAGCAGGTTATCATTTCACAGTGT 

AATGGAAAAGCTCTCTCTGAGGCA 

GGAATCACAACTCTTCCTTCTTCTT 

CCCCAGTCTCTCGTGGTCTCCTTC 

CCGGAGCGCTCGAATGAAACTGG 

TAAACCCCGATTCCGTCCGATCGC 

(SEQ ID NO: 264) 
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CTP78B 


Homo sapiens SON DNA 
binding protein (SON 


XM_009738 


CGATGTTGAGATCCAGATGACACA 

GGAAATTCI 1 1 1 GTTAATGTTACCT 

GGCI 1 1 1 IGGTGGAGTTGGCTTTG 

CTGCAGCAATATTCAGATTGAAAA 

AAATGGGTTTGGGTTCACTGAGTT 

TAAAGGGATGATGATAAAAAGGAG 

GTTCTTCTTCCTCTTCATCCCGAA 

ACATGAGGCTTATTCACTATTACAT 

CATCATCTTCTTTACTCTGTGCGAT 

CTGTTTGCATTTCTCAAGTTAGTTC 

TTCTATAGTN GCTCCTCCTGATTTT 

TTAGCAACTTTCTCTTCTATTGTGG 

GTGGAGGTGCACGC 1 1 TTAGGTTT 

GGCGGGTAAAAGCTT (SEQ ID NO" 

265) 


CTP7QR 

win/ C7D 


ino sign meant matcn 




CATATA 1 A 1 ICI 1 1 1 1 IAI 1 ICITGT 

TATACCTTCCCAAAACAGAGACAT 

TCAACAGTAGTTAGAATGGCCATC 

TCCCAACAI 1 1 1 AAAAAAACTGCA 

CCCCCCAATGGGTGAACAAAGTAA 

AGAGTAGTAACCTAGAGTTCAGCT 

GAGTAAGCCACTGTGGAGCCTTAA 

GTGGTGAGGTCTTCCAATTTCAGA 

GTGATGTGTCTTCAACTTGTATCA 

TCAI 1 1 IAGCGGTAAAAGCTT 

(SEQ ID NO: 266) 


CTP80A 


Homo sapiens WDR4 gene for 
WD repeat protein 


AB039887 


CGCCGGCCAGAAAGCGTAATATT 

CTTTAAAGGAACCTTAACAAAACTT 

TACACTTAATAATGTAAATCTCACC 

ATGTTCCTAGTCAAAAATTTACTAC 

ACAGACTCAGTAGCGGTAAAAGCT 

T (SEQ ID NO: 267) 


CTP81A 


No significant match 




CCAAAGAAGTGTTTATTAACATTTG 
GGGCCTCAGCGGGGCCAGAGAG 

AGGCTCAGGGCAAGGCCTGCAAG 
ACAGATCCCATTGCTCAGGAGGC 
AGCCCAGATTGCAAATGGAAGACA 
GGCCATGGTAGCGGTAAAAGCTT 
(SEQ ID NO: 268) 
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CTP85D 


Homo sapiens Rho-associated, 
coiled-coil containing protein 
kinase 1 (ROCK 1) 


XM_008814 


AAGCTTAACGAGGAGACAGAGGT 

CATGATTCTGAGATGATTGGAGAC 

CTTCAAGCTCGAATTACATCCTTA 

CAAGAGGAGGTGAAGCATCTCAA 

ACATAATCTTGAAAGAGTGGAGGG 

AGAAAGGAAAGAAGCTCAGGACTT 

GCTTAATCACTCGGAAAAGGAAAA 

GAATAATTTAGAGATAGATTTAAAC 

TATAAGCTTAAATCATTACAACAAC 

GGCTAGAACAAGAGGTGAATGAA 

CATAAAGTAACCAAAGCTCGTTTA 

ACTGACAAACATCAATCTATTGAA 

GAAGCAAAGTCTGTTGCAATGTGT 

G (SEQ ID NO: 269) 


CTP86F 


Homo sapiens cnrornoaomain 
helicase DNA binding protein 3 
(CHD3 


NM_001272 


AAGCTTAACGAGGACCCAAGAAG 

CAGAAGGAGAACAAGCCAGGAAA 

ACCCCGAAAACGCAAGAAGCTTG 

ACAGTGAGGAGGAATTTGGCTCT 

GAGCGAGATGAGTACCGGGAGAA 

GTCAGAGAGTGGAGGCAGCGAAT 

ATGGAACTGGACCAGGTCGGAAA 

CGGAGGCGGAAGCACAGGG (SEQ 

ID NO: 270) 


CTP87B 


Homo sapiens tetratricopeptide 
repeat domain 3 (TTC3 


XM_009760 


AAGCTTAACGAGGCATGTGAAAAT 
TATGAGCAGAGAAAACTCAAGGG 
CTCAGAAGAGACCAGGGATCTGG 
AAG AAAAATTG AAAAG G AACTTAG 
AAGAAAACAAGATCTCAAAGACAG 
AATTAGATTGGTTCCTTGAAGACT 
TGGAAAAGGAAATCAAGAAATGGC 
AACAGGAG (SEQ ID NO: 271) 


CTP88A 


Rattus norvegicus ribosomal 
protein L31 (Rpl31 


NM_022506 


AAGCTTAACGAGGATGAAGATTCA 

CCAAACAAGCTCTACACGCTGGTT 

ACCTACGTACCTGTCACCACTCTC 

AAAAATCTACAGACTGTTAATGTG 

GATGAGAACTAATCGCTGATTGTC 

AAATAAAGGTATAAAACTGCTCCA 

TG (SEQ ID NO: 272) 


CTP89B 


Homo sapiens genomic DNA, 
chromosome 8q23, clone: 
KB1935H12 


AP003473 


CTAAAGGGCCAGATAGTAGCTGT 

GGGCTGGGGTCTCAAACTGTGTT 

GCCCACTACTCAACTCTGCCATTG 

TAATGTGAAAGTAGTCACAGACAA 

AATATAAAGAAATGAGTGTGACTG 

TGTTCCAATAAAACTTTATTTACAA 

AAGCATTCAGTGGGCTGGATTTGG 

CTTTTGGGCCATAATTAAATCCCC 

TCTGGTAAAATAATCACTA I I I I AG 

CTGGATCATGAGTACGTGGAAGCT 

T (SEQ ID NO: 273) 
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CTP90A 


Homo sapiens clone 24800 


AF070622 


ACAGGTTTCATCTGAATACATATTT 

ATTAGATAAATATTAGAGGTTGTCA 

CATCATCTAACTACATACAGCTTT 

GCAAGACTAGAAATCACAATTAGT 

TTTTTGACCAGTTTAAAGTATGAAA 

TGATTGCATTGTACATACGATGTA 

CAAAGACGATGATGGTTTCTGTGG 

GAGTTACTTCAGGCTGCACTGGTG 

GGTGTGTTTATGTGTGTACGTGGA 

AGCTT (SEQ ID NO: 274) 


CTP92A 


No significant match 




GCACTAAATTCAAACCAATGACCT 

CCCATGTTCTAATTCTGATTGTTTA 

ATCCAACTGGGAGGGTAAACGGG 

AGACTCTTTGGCCTGTCAGTGACA 

AAATGGTTTGTAAAAAAGAAAAAAT 

AAATACGATATACAAGTAAGTATAA 

CTAGCACTCAAGCTT (SEQ ID NO: 

275) 


CTP92C 


Human DNA sequence from 
clone RP4-580N22 on 
chromosome 1q42.2-44 


AL1 33286 


GGGGTGTTGAAGAGCC 1 IGI 1 1 IG 

TCATATTACCAGAGTTGGTTTTCT 

r;rtTTrrTTfn"nATTTGGGTAGGCT 

CTGTCAGAGAGAAGGTCTAGGGC 

TGAAGGCTGTTGTTCAGATTCTTT 

TGTCCCAAGTGGTGTTCCCTTGAT 

GTAGCACTCAAGCTT (SEQ ID NO: 

276) 


CTP93F 


clone RP1-211D12on 
chromosome 20q12-13.2 


Z93016 


AAGCTTGAGTGCTGTTGCTGATGT 

ACAACTTAAAAATGTGAAGTTTGTA 

GCTTTAAC 1 1 1 1 1 GTAATAAAAACT 

AATAACACTGGCTTAAGTGCTGAC 

TTGAAATGCTATTTTATAAAGTTTG 

GATGTAAATAATCAATCGAGGTCA 

GCAGTTTGTATATGTAGGAGACAT 

ARPTTCCTCCCTGCACCCCCCATT 

TTTTTAAAATTTGAGGTGCTTCCTG 

TGTGTTTTTATGTTAGAATTGTTCT 

CCCTCCTTCCTACACGTGGTCACC 

TTTGTTTTAMTAAACTGTCCTTTG 

G (SEQ ID NO: 277) 


L» 1 ry^D 


Homo sapiens clathrin, heavy 
polypeptide (He) (CLTC) 


NM_008305 


AAGCTTGAGTGCTGTATCCTGTGC 

TTTTTCTGTGGGACCATTCCATTC 

AGGAGCAAAGAGCACCATGATTC 

CAATCTTGTGTGTGTTTACTAACC 

CTTCCCTGAGGTTTGTGTATGTTG 

GATATTGTGGTG 1 1 1 IAGATCACT 

GAGTGTACAGAAGAGAGAAATTCA 

AACAAAATATTGCTGTTCTTCAGTT 

TTGTTTGTG G AATTTG AAATTACTC 

AAATTTAAAATAAATTACTGGACTG 

TGG (SEQ ID NO: 278) 
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CTP99A 


No significant match 




AGCATATGTAAGATCTCTGGCTTG 

TAGAAGACAAGTTTATATAGCACT 

TAAAAAACCATTTGTTACATTAAAT 

GTCGAACTCAAAC I I I I AAAGAGT 

ATAGAGAACTACAAAATGGAAAAA 

rxn a Afif^AfS AT AT AnfiOTTTATGAG 

GAAATTGTGTTAATGATCTCTCCT 

CTAAAAAAGGACTCTTCCCTATTAT 

CATAATGACCACACTGCCCGTCCT 

TAAAACCACTGGTCGCTGACATTA 

TGCCGAAGCTT (SEQ ID NO: 279) 


CTP100A 


COX15 (yeast) homolog, 
cytochrome c oxidase 
assembly protein, clone 
MGC.8634 


BC002382 


AACATATAAAAACATTTATTCACTA 

GGAATAATTGTGGCAGACACAATC 

CAGTGAAAGCAGCTCAATCCTGCT 

CAGTTAGGCTAGTTGAAGAACCAT 

ACTTTAAAAAAAGAAAGGAAGACA 

GGCAAACAAGTG I I I I ACAGGAGC 

AACAGACTTCAAGGTCACCCCCAC 

AAGACACCCTGCACAGCAGGGAC 

prrrArA^nAn^ATfiArnTnTT 
obubnUAb'JOnUOn 1 unUU iwi i 

AGGGCCTGTGCCTTCGCAGAGGT 
GCTCGGCGGATGGGTGTGGTCTT 
CTTGGGTGTCTCCTCTTCTGTCAT 
CTATGCCGAAGCTT (SEQ ID NO: 
280) 


CTP103JJ 


No significant match 




AAGCTTCGGCATAGTTACTGTTTG 
ATTTTAAG 1 1 1 1 1 ATATAGTTCTTA 
GTTTTGAAGAAATCCTTCAAGAAC . 
AGTTTCTCTAAAGAGCATG 1 1 1 IAA 
TTAAATGfiTAATTAATTACCTTTCT 
TAGTI 1 1 CCAATTTAGTAGGCCAC 
TTTCAATGTCTATTAAAGTGAAATA 
AACCTTCTGAACTTAAACA 1 1 1 l l A 
AATCGATTAAAAATTGTGTCAAAAT 
(SEQ ID NO: 281) 


CTP104I 


No significant match 




AAGG I I I I I I I I I 1 I CAAAACGGAT 

TTGTAAAAACTGTATTTCTTACACT 

GTGCACAAACCTTTTATACTAAATA 

AATATCAAACTACATTCTTCAGAAA 

GATGTTTCTAGTATTTTTCTTAGGT 

CACTTCCATATGTAGTATGTACAG 

TGAGACCACTTTTTAAAAAGCAAT 

GACTTAGGCAAACCAACCCTAATG 

GTTTGTTAGACCATTTCCCTGI 1 1 1 

TAATTAAAAATCATAGGGTTGTGC 

TTCTGTATAAAGTTTGTACATTTCA 

CAATGTAAAATACTGACATT (SEQ 

ID NO: 282) 
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CTP109P 


No significant match 




ATGCAACCACACGGAATTTATTGA 

ACAI I I I CACAAGTGATTTCATTAA 

AGGAAGGC I I I I I CGTGCCTATAT 

TGGTTACCATCAC I I I I GCCCCTA 

TCACAATCTCATGGTGTAGTCCTT 

GCATGTAGCAGGAACTCAACAAAT 

GTCTGCTAAATTGACAGATGGAGC 

CCCAGACGACCTAAAACTTGCACT 

TTAGAAGCACTTACTTCATCCTGA 

GCTATTATGAATAAGGAACTCAAG 

TGACTGTTAAAAGCATTCTACTGA 

TGAGTTGGTAATGTTCTAAAGCAA 

CATATCTCAAAGGAAAGGATATTG 

Alsl 1 1 oTOTCCACCATAAAATCCT 

ATTTTTAAACAAAGGTACTACTTAA 

AAATGGTCTTCCAAAGGCCTCAGC 

AGAGGTTCTAAAGAGATGTGACAA 

TATGCCGAAGCTT (SEQ ID NO: 

283) 


CTP110A 


No significant match 
• 




AACATATAAAAACATTTATTCACTA 

GGAATAATTGTGGCAGACACAATC 

CAGTGAAAGCAGCTCAATCCTGCT 

CAGTTAGGCTAGTTGAAGAACCAT 

ACTTTAAAAAAAGAAAGGAAGACA 

GGCAAACAAGTGTTTTACAGGAGC 

AACAGACTTCAAGGTCACCCCCAC 

AAGACACCCTGCACAGCAGGGAC 

oCjCsCjAOACjGGAGGATGACCTCTT 

AGGGCCTGTGCCTTCGCAGAGGT 

GCTCGGCGGATGGGTGTGGTCTT 

CTTGGGTGTCTCCTCTTCTGTCAT 

CTATGCCGAAGCTT (SEQ ID NO: 

284) 


CTP111A 


No significant match 




AAGCTTCGGCATAAACGATCCATT 
CTCCTCGGCCTCCCAAAGTGCTAA 
GGTTCCAGGCGTGAACCACCATG 
CCCAGCCTGTTCI 1 1 1 1 1 1 IATCTC 

AGAAATAGCATTTGTATTGGATCT 
ATTTTTTTAAATAGGGACTAAATAC 
AGACCAI 1 1 1 GTTAGAGTGAAATG 
CCAAACAAGAACGAGATTTTTCTC 
TTGGCT (SEQ ID NO: 285) 



47 Serial No 09/91 1,904 

Docket No. 400742000200 

pa-674125 v2 




CTP112B 


Bos taurus peroxiredoxin 1 
mRNA 


AF305561 


CTCAGTTCAAGTTTAATAGAAACA 

ACAAAAGATCAAAAGTGATGCCTT 

GCTACTACTGTACATATCAGTTGG 

CCTGCCCCATAGCACACCTCAGA 

CCATCCTCTCCAGAGGAAGAMG 

GCTGGCCTCCCCAACCCCTGCAG 

GAAAGGGCGGTCTTGTCCCATAC 

CACATACCACATCTGCAGAGTCTA 

AAGTCTTGTTATAAGCATGACAAT 

AGTACAAAAAAAGATTCTG I I I ICA 

TGGATCCCCCACTACAGCCCGGA 

CCTAAAATGGCGAGGCGCTCACTT 

CTGCTTAGAGAAATATTCTTTGCT 

CTTCTGGACATCAGGCTTGATGGT 

ATCACTGCCAGGCTTCCAGCCAG 

CAGTAAACTGGAAGGCCTGAACC 
AGTCGCAGTGTCTCATCCACAGAG 
CGACCAACAGGAAGGTCGTTTACA 
GTGATATGCCGAAGCTT (SEQ ID 
NO: 286) 


CTP113A 


Bos taurus ribosomal protein 
L30 mRNA 


AF063243 


CTAGTTAGAGTCAGATGTTTATTTA 

AAAATCTGATCCACTAAAACTTAG 

CGTTTTCCACCAACTCGGGGTGC 

GGAAACCTTCACAGGCTTCACAAT 

CTTTTGCTTAGGTGCTGCCTTTGT 

GGGAGCCTTAGCAGCAGCCATTG 

CTGTCI 1 1 1 IAGATGCTTGCTTAG 

CCI 1 1 1 1 1 GCTTCCTTGGCAGCCC 

TGATGGCCTGTTCTCGTTGAGCCT 

TCCTAACTTCAGGTTTCTGATTCCT 

CTTAGCCATTATATCAGCAAGAGA 

*r n n a firm ATf^ Hi P P P TPTfn A 

ATTTGACTGCACGGCGGGTTCTTT 
TCTTCTGAATTTCTTCCGACTGTC 
CC 1 1 1 1 1 GTGCTTTCTTCTGTAGAG 
GACAGTCCAGTTGATATGCCGAAG 
CTT (SEQ ID NO: 287) 


CTP115B 


Homo sapiens chromosome 17, 
clone hRPK.227_G_15 


AC005899 


CTAAGGTGATATAGAAGTGGACTA 

AGGGAGAGCCAAAGTTGGCAATC 

CCATTAATCTTACAACTTCCTAAAT 

TATGGCAATCACAATGCCTGCCTG 

AATGAATATAGCAAGTCCTAAAGG 

ATGTCTTCTGTGAGGGCAGATGGA 

AGTTTACTTCAACTCAACTCCATCT 

ACTATTTAAGGGAAGGATAAGTCA 

AAGTAAGAGTTAATTATTTCAACAT 

GGTTTGTTCCATTCATGATTTAACC 

ACACTATGGACCCCAGAAGCAGTT 

AGGTAAAAGGGA 1 1 1 1 CTAGAAGC 

TTAATTATGCCGAAGCTT (SEQ ID 

NO: 288) 
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CTP116A 


No significant match 




AAAAGAGCATACTTATCAGTTGAA 

TGGGGATAGAGGTTTTAGATATTT 

TCCAAAATATTTATAAAACACTTCA 

TTGTTGAGAAATCACTTACAGAAT 

GGTGGCTATCAAACAAATAATTAT 

AAATTT 1 I AAAGCACAAGTCACAT 

GTTTTGTAACTCCTGTGTGAATTTA 

TTTTAGCTGTGACATTTAATTGAAA 

ACATCAGATATGTTTTGGAAAAGT 

CTTAATTTGAGAACAACTGAAGGA 

AGTTAATCCAGAATCTATATGTAGT 

TAGCTATTAATGATGATGCTTTATT 

RACAGTATATTGCTAATATATTTCT 

TCATGAAATCTGAAGTTAAATAGTT 

TCGTTGTGGAATAGTGTCACTGTA 

ACATTTCCCTTACGAAGTTCAATAA 

ACCAGCTTTGCCATAAAAAAAAAA 

GCTT (SEQ ID NO: 289) 


CTP117B 


Homo sapiens similar to J 
KAPPA-RECOMBINATION 
SIGNAL BINDING PROTEIN 
(RBP-J KAPPA) (M. musculus) 
(LOC82995), 


XM_01 1 lAU 


AAGC 1 1 1 1 1 1 1 1 1 1 1 AAGC I'GATGT 
CTTATGACTT 1 1 1 ATGAGTCGAAAT 
TGTTTTGATTTCAGCAAGTCAAATC 
TTGTAAAGGCCCGCGTAI 1 1 1 1 1 1 1 
AAGATTATATGAAGTCTGTGCAAA 

Ar^PTTTAAAAARAAATGCCTCTGC 

f\\j\j 1 1 1 An/WiUnr\n 1 www i w i ww 

CTTGCCTGCAATACATGCAATGTA 
CGTTAACTTCGTCTCTGTCCTCAG 
ACACTGTCCGTATTTACTTCCTTGT 
TTTCCTT 1 1 1 CTTAAT (SEQ ID NO: 
290) 


CTP119J 


Homo sapiens SPR-2 mRNA 
for GT box binding protein 


X68560 S52144 


CAAAAGAAAAAAAATAGTGTTTTAT 

TAACTACCACACTGTTATAATACAC 

TTTAAACGTACAATAAGGTAGCCT 

TTAAATTTGAGGTGGTCTTAAGAA 

TAACAAATGAACAGAATTCCAAATT 

TTTGAAATAGGTGAACTGCTGTAG 

TTATAGGTATACATTTAGGAAAATT 

GTATAGCTTTTACAAGACCAGCAA 

TGAAACTTTATTTTGTACA 1 1 1 1 1 1 1 

AATAATTGAAAATATAAACAATAAT 

TAAAAAATAAAAGAAAATACAGCAT 

AATAAAAAACATACATTTCTCAATT 

AAATGTACTGGATACATATAAATTT 

AAAGGGAAGAAGCAAAAAAGGAA 

AATGGTTGATATTTAAGTGCAGAC 

TGACTACCTAGACGAAAAAAAAAA 

AGCTT (SEQ ID NO: 291) 
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CTP121D 


Human ribosomal protein L23a 


U43701 


AAGCTTCATTCCGACGACCCAAGA 

CCCTGCGTCTCCGAAGGCAGCCN 

AAATATCCTCGAAAGAGCGCCCCC 

AGGAGAAACAAGCTTGATCACTAT 

GCCATCATCAAGTTCCCCTTAACT 

ACTGAGTCAGCCATGAAGAAAATA 

GAAGACAACAACACACTTGTGTTC 

ATTGTGGATGTCAAGGCCAATAAG 

CACCAGATCAAACAGGCTGTGAA 

GAAGCTCTATGACATTGATGTGGC 

CAAGGTCAACACCTTGATCAGGCC 

TGATGGAGAGAAGAAAGCATATGT 

TCGACTGGCTCCTGACTATGATGC 

TTTGGATGTTGCCAACAAAATTGG 

GATCATCTAAACTGAGTCCAGCCG 

GCTATAAATCTAAATATAAA I I I I I 

TCACCAT (SEQ ID NO: 292) 


CTP122I 


Human mRNA for KIAA0033 
gene 


D26067 


AAGCI I I I I I I I I I IGGGACIGCrr 

TTGATTAATGCAGTTATCCAATTTA 

AGTGI I I I I ACTTTAACTCAAAGTA 

AAAAGAAATTCTCACATGGTAACT 

ACTCTATTTAAATGGTCCTGGAAA 

CATTAAACAGCTTTCTGCTGCTTG 

CTTAATGGTAATACCTTTGATTTCT 

TGATTCTAGGACATAGCTGATTTA 

TTAGGTAAAGTACTCTGTCAATTTT 

ACCTTCACCCAAGACTGTCATGTT 

TAAAATACTTTAGCTGTGGGAGAA 

ATCCTTGTCTGI I I I I ATTGTGAGA 

TTCTACTACATAATGTGGACTAATT 
Al 1 1 1 1 ICTATCACAGTATTAACAA 
ATGGATTTATTGTAAATACAAAGAA 
GATATTAATATACTATTCTTATGTC 
(SEQ ID NO: 293) 
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CTP124B 


No significant match 




ATGGCAAAGCTGGTTTATTGAACT 

TCGTAAGGGAAATGTTACAGTGAC 

ACTATTCCACAACGAAATTATTTAA 

CTTCAGATTTCATGAAGAAATATAT 

TAGCAATATACTGTCAATAAAGCA 

TCATCATTAATAGCTAACTACATAT 

AGATTCTGGATTAACTTCCTTCAG 

TTGTTCTCAAATTAAGAC 1 I I I CCA 

AAACATATCTGATGTTTTCAATTAA 

ATGTCACAGCTAAAATAAATTCAC 

ACAGGAGTTACAAAACATGTGACT 

TGTGCT7TAAAAATTTATAATTATT 

1 u 1 1 1 oA 1 Atil/UA^n 1 1 1_/ 1 O 1 t\r\ 

GTGATTTCTCAACAATGAAGTGTT 
TTATAAATA 1 1 1 1 GGAAAATATCTA 
AAACCTCTATCCCCATTCAACTGA 
TAAGTATGCTCTTTTAAAAAAAAAA 
AGCTT (SEQ ID NO: 294) 


CTP126A 


No significant match 




AAAGAAAGTAATTATGGAACTAGA 
1 1 1 1 1 AACATTGTAAAATACTAAAT 
GATCCTTCAGTTGTAAGTTGATAT 
ATATTTGTAACCTTTGTGAAATTGT 
ATCCTTATGAAAATACCAC 1 1 1 IGT 
GGAAGAGAGAATCCAACTATGTAA 
TATTTAATTAAAACAATCCATGTTT 
ACCCTATCCCTGCTCAATTAAACA 
GTGTATATAGGTCTAATAATAGCT 
CTGGAGCAAC 1 1 1 1 ATCATGAGTC 
AAATATATTAAAOAOA 1 1 bA 1 o 1 U 1 
TCTTGGTATATCTGAAAACAAGAG 
GTAGAAGTCCTGTTGAGAGTCTTT 
AAAATAAACTAI 1 1 1 1 ACAAATGTA 
AAAAAAAAAAGCTT (SEQ ID NO: 
295) 


CTP129A 


Homo sapiens, Similar to 
cadherin 1, type 1, E-cadherin 
(epithelial), clone MGC:1151 


BC007583 


AAGCTTCATTCCGACGACCCAAGA 

CCCTGCGTCTCCGAAGGCAGCCG 

AAATATCCTCGAAAGAGCGCCCCC 

AGGAGAAACAAGCTTGATCACTAT 

GCCATCATCAAGTTCCCCTTAACT 

ACTGAGTCAGCCATGAAGAAAATA 

GAAGACAACAACACACTTGTGTTC 

ATTGTGGATGTCAAGGCCAATAAG 

CACCAGATCAAACAGGCTGTGAA 

GAAGCTCTATGACATTGATGTGGC 

CAAGGTCAACACCTTGATCAGGCC 

TGATGGAGAGAAGAAAGCATATGT 

TCGACTGGCTCCTGACTATGATGC 

TTTGGATGTTGCCAACAAAATTGG 

GATCATCTAAACTGAGTCCAGCCG 

GCTATAAATCTAAATATAAA 1 1 1 1 1 

TCACCAT (SEQ ID NO: 296) 
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CTP131B 


Homo sapiens similar to sperm 
autoantigenic protein 17 


XM_006087 


AAGCTTCATTCCGGGGACACATAG 

CCAGAGAGGAGGCAAAGAAAATG 

AAAACAAATAGTCTTCAAAATGAG 

GAAAAAGAGGAAAACAAGTGAGG 

ACACToo 1 I 1 1 AUU 1 l/l/AboAMU 

ATGAAAAATAATCCAAATCCATCAA 

CCTTCTTATTAATGTCATTTCTTCC 

TGAGGAAGGAAGATTTGATGTTGT 

GAAATAACATTCGTTACTGTTGTG 

(SEQ ID NO: 297) 


CTP133B 


No significant match 




CCAAAAAGAGCCATGCCCAGAGG 
GAAAGTTGGAAACGAAAGCCAAGT 
1 1 ICAI 1 1 AAAAooAAAOAN 1 AAAo 
AGGTTAGCCAGAGAAACTTGAACC 
AAAGAAAAGACAGCACGCTGTTCA 
GAATGGTCAATAAGAGCCTAAAAC 
GGTACCCTCGGAATGAAGCTT 
(SEQ ID NO: 298) 


CTP134A 


No significant match 




CCAAAAAGAGCCATGCCCAGAGG 
GAAAGTTGGAAACGAAAGCCAAGT 

■T l"T/^ A f 'I'TT AAAA/"*/^AAA^A TT AAA 

TTTCAl 1 1 AAAAGGAAACA 1 IAAACj 

AGGTTAGCCAGAGAAACTTGAACC 

AAAGAAAAGACAGCACGCTGTTCA 

GAATGGTCAATAAGAGCCTAAAAC 

GGTACCCTCGGAATGAAGCTT 

(SEQ ID NO: 299) 


CTP135A 


Homo sapiens cDNA FLJ1 1508 
fis, clone HEMBA1 0021 62 


AK021570 


CCATCAAATGTAATTTATTTAAATA 

* f~\ a a ■ 1 f» a «TT^p ATPTTA APTA A A 

ACAATTCAATTCaOA 1 Ca 1 1 AAlj 1 AAA 

CCAGTTGTAGCAATATAAAAATAC 
AGAAI 1 1 1 GAGAAAATCTGGCAAA 
TTAAACCTGTATCTAAATGCAGCA 
TATTCTGTGATACTACGGAATGAA 
GCTT (SEQ ID NO: 300) 


CTP143B 


No significant match 




AARATTTnAAAGAGTGAGCAAGTG 

CATTAGCAGGGCAGAGAGAGAGG 

CAGCAGCAGACTCCCTGCTGAGC 

TGGGAGCCAACTTGGGACTCGAT 

GCCGGGACCCCAGGATCATTACC 

CGAAGCTT (SEQ ID NO: 301) 
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CTP144B 


No significant match 




GGGTAAATCCGTCCAGTTTACTGT 

AAATATGCCTTTGACAAACTGGTA 

ACTCATGTCCCATCCCAGTCCCGA 

GTACTGGACCAGGGAAACTCCAG 

CCACAGTTGAGGGAAGGCCACCT 

GTTGGCTCTGGGGCAGCAGGTCA 

TCCAGTGGGCTTCAGGAGTCACC 

AGGCCTCTGACCAGTTCCTCCCCA 

CCAAGCAGTTTCAGAGTTGTCCGC 

CAAGTCTATTTCACACCTCTCGTG 

TATGCCGAAGCTT (SEQ ID NO: 

302) 


CTP145B 


No significant match 




GGACTGATAATAATAGGATTTTATT 
TCTAAAATTTATCTTAGAGCTTTCA 
AAGAGTATAACACACAGATCTTTA 
CCACCACACCCCCCTTGCCTATAC 

ATTTATCATGCACAGACACATCAG 
GGCTTGCAGGTGCTACACAGGAA 
TCACAAATGCTGTTCCACATCATG 
TCTTCTGTTATGCCGAAGCTT 
(SEQ ID NO: 303) 


CTP148B 


Homo sapiens serine-threonine 
protein kinase (MNBH) 


Mr IUOOOU 


AGCATATGTAAGATCTCTGGCTTG 

TAGAAGACAAGTTTATATAGCACT 

TAAAAAAC C ATTTGTTAC ATTAAAT 

GTCGAACTCAAAC 1 1 1 IAAAGAGT 

ATAGAGAACTACAAAATGGAAAAA 

rtf?AAf?PARATATAnGCTTTATGAG 

GAAATTGTGTTAATGATCTCTCCT 

CTAAAAAAGGACTCTTCCCTATTAT 

CATAATGACCACACTGCCCGTCCT 

TAAAACCACTGGTCGCTGACATTA 

TGCCGAAGCTT (SEQ ID NO: 304) 


CTP149B 


No significant match 




AGGAAGAATAAAAACATATAAAAA 

CATTTATTCACTAGGAATAATTGTG 

GCAGACACAATCCAGTGAAAGCA 

GCTCAATCCTGCTCAGTTAGGCTA 

GTTGAAGAACCATACTTTAAAAAA 

AGAAAGGAAGACAGGCAAACAAG 

TGTTTTACAGGAGCAACAGACTTC 

AAGGTCACCCCCACAAGACACCC 

TGCACAGCAGGGACGGGGACAGG 

GAGGATGACCTCTTAGGGCCTGT 

GCCTTCGCAGAGGTGCTCGGCGG 

ATGGGTGTGGTCTTCTTGGGTGTC 

TCCTCTTCTGTCATCTATGCCGAA 

GCTT (SEQ ID NO: 305) 
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will UUn 


iNu siyniTicani maicn 




AGCATATGTAAGATCTCTGGCTTG 
TAGAAGACAAGTTTACATAGCACT 
TAAAAAAC C ATTTGTTAC ATTAAAT 
GTCGAACTCAAAC I I I I AAAGAGT 
ATAGAGAACTACAAAATGGAAAAA 

A A^P* Af ATATAOPPTTTATPAP 

oo/v\bUMbA I A I AL^oO 1 I 1 A I bAb 

GAAATTGTGTTAATGATCTCTCCT 
CTAAAAAAGGACTCTTCCCTATTAT 
CATAATGACCACACTGCCCGTCCT 
TAAAACCACTGGTCGCTGACATTA 
TGCCGAAGCTT (SEQ ID NO: 306) 


CTP150C 


Canis familiaris mitochondrion 


CFU96639 


AGGATCCTCATCAATAAATAGATA 
CATACAAGAATAGCCAGACTACAT 
CAACAAAGTGTCAATATCATGCAG 
CGGCTTCAAATCCGAAGTGGTGG 
TTTGATGTGAAGTGGTAGTATAGC 
TGTCGGAGGAAGCACACGATGAG 

oAA 1 o 1 AbAbUUAA 1 AA 1 1 AUb 1 o 

TAATCCGTGAAATCCAGTGGCTAT 
AAAAAAGGTAGATCCGTATACCCC 
ATCGGAGATTGTAAAAGATGTCTC 
ATAGTATGCCGAAGCTT (SEQ ID 
NO: 307) 


pTD1 Kyi A 
Ulr 1 0*f A 


iNo signiTicant matcn 




AGCATATGTAAGATCTCTGGCTTG 

TAGAAGACAAGTTTATATAGCACT 

TAAAAAACCATTTGTTACATTAAAT 

GTCGAACTCAAAC 1 1 1 1 AAAGAGT 

ATAGAGAACTACAAAATGGAAAAA 

vjQjAALjOACjA 1 A 1 AOoOTTTATGAG 

GAAATTGTGTTAATGATCTCTCCT 

CTAAAAAAGGACTCTTCCCTATTAT 

CATAATGACCACACTGCCCGTCCT 

TAAAACCACTGGTCGCTGACATTA 

TGCCGAAGCTT (SEQ ID NO: 308) 


CTP156J 


Human DNA seauence from 

clone RP5-975D15 on 
chromosome 1p31. 3-32.2 


AL136120 


AAGCTTCGGGTAACCACTGCTAAT 
AACTAAAATACTCTAACTTGGAATA 
ATCGACTCCGACGTCTTTA 1 1 1 1 IC 
CAAGTTGCCTnTCTTTAAAArArr 

1 1 1 1 ICTGATTTAATACGGAATAAC 
GGTCTTC 1 1 1 1 CCACTCGATAACT 
ATGGTGTCCTCTTGGGTTACTGCT 
TAAGAAAAGTTGGTTTGGGCCATT 
TCG (SEQ ID NO: 309) 
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CTP161B 


Canis familiaris TCTA gene, 
AMT gene, DAG1 gene and 
BSN gene 


. AJ012166 


AAGCI I I I I I I I I I I GAAGA I ACAA 
GTTAGAGTTCAATCAGTACCAAAG 
GTAAGGAAAAATTAACTCTATGTA 
CACAGTCGAGI I I I ATCCTGCTTA 
AAATTGTCAAGTAGAGAAAATTCT 
GAAAATATTTATGAAAAAGCTATTC 
TCATGCTGGCAGCAATGGTTAAAA 
TAAAGATATTTCCTTTATTAAAAAA 
GAAAAAGCCTAAAAAACAACTTTA 
AATAATCAAGTTGCTGTGAAGTGA 
AAGGGTTTGAAAGTGATGAAACTG 
AAGTTAAAAGTTCTCTATATGTGTG 
I I I I ACTTTAAGCAAATTAGACATA 
GTGAATAAAATTTGAATTTTCAGAC 
AAATTATTTGC I I I I I I I I IAI I I IA 
TTTATTTATTCATGAGAGACACAGA 
GAGAGAGAGGCAGAGACACAGGC 
AGAGGGAGAAGCAGGCTCCACGC 

Afir5f5Af2PPPAATfVrf^f5f5Af*TPfiA 

TCTGGGAACTCCGGGATCAAGCC 
CTGAGCTGAAGGTAGACACTCAAC 
CGCTGAGCCACCCAGGTGCCCTG 
ATTTGCI 1 1 1 1 AAAGAAGTCTCCCC 
CTTCC (SEQ ID NO: 310) 


CTP164A 


No significant match 




AAGCTTCGGCATACGGTGTGAGG 

TTACAGTCCAG I I I I GTGTGCTTTA 

CTACACGGTTTGGTTACAGGACTT 

CTGTGCATTGTAAAACATAAACAG 

CATGGAAAAGGTTAAATACCTGTG 

TGCAGATTGTAAGATCTGGTCCGG 

ACTTGCTGTGTATATTGTAACGTTA 

AGTGAAAAAGAACCCCCCTTTGTA 

TCATAGTCATGCGGTCTTATGTAT 

GATAAACAGTTGAATAATTTGTCCT 

CAGACTCTTTACTATGC 1 1 1 1 1 IAA 

AATTAAGAAAAATGTAAATATAGTA 

AAAATCTTCCTATGCAATTAACCTG 

G (SEQ ID NO: 311) 
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CTP178B 


Homo sapiens mRNA for 
KIAA1524 protein 


AB040957 


MTMGGCTTCATCTAGATTTTTTT 

CTGTGAACTGAAGTTGGTCAAGGA 

TTGTAGGCAGCAGAAGGCTCACA 

AAACGGTCAGTTGAGGAACAGTTA 

GCAGTATCTGCAACATCCTCAAAT 

ATTTCCTTGAACAACTCTAAGGCT 

AGAAGAGAACAG I I I I CTGATCTG 

TCCAGAGGTTGGTTTGACCAACGC 

AGTAGAGCCACAGTAGGTTCTAAA 

CATTTAGAACGGCTTCCCAGAATG 

GTGTTGCCAGATGGAGACTGTTCA 

AATATCATCTGAGTGAGCACGTGG 

rfSrAGCTGAGTCACTGAACAGAA 

G GC AAG AAGT AATTCT AAAAC CTT 

TGAAGAAGAATCAGGATCCTTTCC 

ATTGAGAAGACCTAATACTTGACT 

AAGACATGAAGAAMGTGCTCATA 

CCTGGTAAGCTT (SEQ ID NO: 312) 


CTP179K 


No significant match 




AAGCTTACCAGGTAGAGGGACTG 
TTf5f?ARRTATC5f5ACGCACACAGG 
AGGGCCAGGCCAAGGCACGAGTT 
TTTCAGTGAAGGGGGTAAAGCATC 
AC AATTTAAAATGTTTG C AATT AAA 
CTGGTTTGTTAAATATC (SEQ ID 
NO: 313) 


CTP185C 


No significant match 




CAGCGAAGAGGCATTAAAGATTCA 
Tare* ATA AfSTTTA I I I ACAAACATG 
TTGTGTATGTTGAATTCAAGAGATT 
GATCCAI 1 1 1 1 CAGAGACTGCACC 
TCTTAAAATGTTCC 1 1 1 ICACATCT 
GTTTAGTGGATCAAAAGCTT (SEQ 
ID NO: 314) 


CTP197A 


No significant match 




ATGGTGTGTGTGTGGGTTCAAATA 

GTTTATTCACCTCTGTAGTGGAAA 

AACAAGGAGAAATAAAATCTGCTT 

ACAATGGCCAAAATTTATGGAGAA 

GCCCTAAAGTTGCTTTCCCCAAAT 

CACAAATCTGATTCAAGAGAAGGA 

AAAAAATGATGAAAAACATCTCAT 

CACACAAAACTCAGTGTGGTGTCT 

CTGATAGTCATCAGCCAGCAGAAG 

CTT (SEQ ID NO: 315) 
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CTP201B 


nurnu sapiens, exostoses 
(multiple) 1, clone MGC:2129 


BC001174 


ATCATTTCAAAAATAATCATTTAAT 
GTTCCATAATTAAACTGTACACGA 
CCTAGTCTTGGGACATAGAAGCCA 
GTGAGGTGAGTTTGGAGCAGTCC 
L.AGGAGGOAGGAG 1 OGAG 1 1 1 1 C 

ATTGGCCI II 1 1 1 1 ICI 1 1 1 1 ICTTT 
TTGTCATTCTGTTCATCTAAGATTA 
TTTGGATACTTGGCACAATCTGGC 
TCTGCTGCTAAGCTT (SEQ ID NO: 
316) 


CTP202C 


No significant match 




AGAAAAAAAATTGATAATTAGGTG 

CAGATAGAAAATATGAATTAGAAG 

AGGTTAATTCAAGTGATCAGCCTG 

AAAGTTCAGCTTCATTAGCTTTGT 

GG 1 AAA 1 COACCACTTCAGATAGT 

AACTAAAGTAAA 1 1 1 IAAATTTCAT 

AAGAATAAAGTAATCCCTGAAAAG 

AATTCACTTTTTTCCCAGAAGAAG 

CTTATAATTAAAAAAAAAAAGCTT 

(SEQ ID NO: 317) 


CTP205D 


Homo sapiens similar to J 
KAPPA-RECOMBINATION 
SIGNAL BINDING PROTEIN 


XM_011187 


ATTAAGAAAAAGGAAAGCAAGGAA 

GTAAATACGGACAGTGTCTGAGAA 

CAGAGACGAAGTTAACGTACATTG 

CATGTATTGCAGGCAAGGCAGAG 

GCATTTC I I I I I AAAGCl I I IGCAC 

AGACTTCATATAATCTTAAAAAAAA 

TACGCGGGCCTTTACAAGATTTGA 

CTTGCTGAAATCAAAACAATTTCC 

ACTCATAAAAAGTCATAAGACATC 

AGCTT (SEQ ID NO: 318) 




Homo sapiens fatty acid 
desaturase 1 (FADS1) 


NIVMJ io4U^ 


CAGGCTGGTGTTATAGGTGAAGAT 

AGGCATCTCTTACAGATGGGGGT 

GGGGGCTGTTGTTACTGGTGAAG 

ATAGGCATCTAGCCAGAGCTGCC 

CAGACTCCTTCAGTGAGTAGATAA 

TGTCGGCGAAGGCTGAGAGCAGG 

GGCTTGGACTGGTACTCTATGCCA 

TGCTTGGCACACAGGGACTGCAC 

CAGGGGAGCCACTTTATGGTAATT 

GTGTCGAGGCATCGTAAGCTT 

(SEQ ID NO: 319) 


CTP208B 


No significant match 




PTAftAftf3AARTf5P' 1 1 1 [TA MIMA 
w 1 AOnOynnO 1 Ov 1 II 1 Inll 1 MM 

GATCAACCAAACATATTTAATATAA 
AAACCI 1 1 1 AATATACAAACTGTAA 
TCACAATTGCATCCACGTAGCAGC 
GAGGGAATGGGGTGTTGCAGGAA 
GCTT (SEQ ID NO: 320) 
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CTP215B 


No significant match 




AAGCTTAGAGGCAGTAAACAGGA 

GCGTCCCCAAGAAAAAGAGGAAA 

TTCTCTTCTAAGGAGGAGCCACTT 

AGCAGTGGACCTGAAGAGGCTGC 

TGGCAACAAGAGCGGCAGCTCCA 

AnAAAAARAAAAAGCTCCAGAAGC 

TATCCCAGGAAGATTAGAATGGAC 

ATTTTACCAGGTGGGGCAAACCCA 

CATGATTCCAAACCCACCCTTATA 

TCCCAATAAAAACAAATTCACAGG 

(SEQ ID NO: 321) 


CTP216A 


Canis familiaris heat-shock 
protein (HSP27) 


U 19368 


AGGCAGTTGCTTTGAACTTTATTT 

GAGAAAAACAAAAGGTAAATGTAT 

CAAAAGAGCATACAGGTTAGTGTG 

PAr^rsAPravrPArvrfSATfifiOTAC 

TGAGGTGAGGATGTGGGCTAAGC 

AGGGCTAAGGCCTTTACTTGGCTC 

CAGACTGCTCCGACTTTCCAGCTT 

CTGGGCCCCCAATCTGGGCACGT 

GCCTCTAAGCTT (SEQ ID NO: 322) 


CTP222D 


No significant match 




AAGCTTACCAGGTGAAGAGTGGG 

/^TTfSTrATRAmTfiRnTATGACG 

CCCAGCATTTCGAGGTGGCTCCC 

TCTATTCTTTACTTTGGGCATCATA 

GAAAACGTGTCTCTGGGGGATTAA 

TCTTAGAGAAAAATAAAGCCTTTCT 

GCTG(SEQ ID NO: 323) 


CTP300B 


Homo sapiens utrophin 
(homologous to dystrophin) 
(UTRN), 


NM_007124 


mi ArifJTTP A.rc AAfiPTTTflAAnA 

AGCACTGTTCTTCTAATAATTCCTG 

CCACAATATATTAATTTCTTGTAGC 

CTACTCCAACGTTCCTCTGTCCAA 

CGGCACACTGCTGTCCAGCGTTC 

ACCAAGCTT (SEQ ID NO: 324) 


CTP304B 


Homo sapiens unknown mRNA 


XM_002211 


AAGCTTAGCAGCACAGCACACCAA 

CATATACAAACACCGAGTGACTAC 

AGTACATGCCGAGGTAAGAAAAGT 

ACATTCGGGGAGACTATCACTGAC 

ACTCAAGCCATmTATTTCCAATA 

TGTTTTGCTTTCACCTTTCCCAGT 

GCCAAAAAAAAAAAAACCTAGTCA 

CAAATTGGAGTAAATAAGAATCGG 

TGCCAGTTGACCT (SEQ ID NO: 

325) 
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CTP306B 


No significant match 




AAGCTTCTGCTGGTATGGAAAGCC 

TTCAAGGAAGAGGGTAATGAGGG 

GGAAGAAGTGCTGTGCCAAAGTG 

ACAGCATTCAGTGAGGAATAAAGA 

AAGGAGCTCAGTGGTAGCAGGAT 

GTTGAGCTTCCAAGAAAATCTGGT 

GGTGGTGAGAAAGTGGCTGCTGT 

GCACTGCAAGGAAACAGAGCGAT 

TAAAGAAAGAGATGTGACAGGGTA 

GGTGGAAGAGATAGCCAGAAGTT 

ACaAAA 1 otaCaTTACACTGAAGAAGT 

AAATTATTTGATTAAACAATAAGTA 

AATATACTGGGGATAACAAAAGCC 

TGATTTCTCCACTGTCTCAGAAGG 

GATTTGCAAGTATGG (SEQ ID NO: 

326) 


CTP308KK 


No significant match 




AAGCTTTCTCTGGATGAACAGTTA 

AATGGAACCTGGAAACCTCTTCCT 

GGGATTATTCCTTAAGCAAGGCAG 

TGTCAAAGGCAACCCTCCCAGCAA 

GACTTCAGAAAACAGCTGGCAGAA 

CTACAGGATCTGGTGTCTGGTGTG 

TAAAATACTCTCCTCCCTGTTCAAA 

TGATTCAGAACATGTGCAAAGTGT 

GCTAGCTTTCATCACATATACATAA 

CAGCATTATGTATCAAGTTACCCT 

o 1 1 L.AAAOAA(jGAGCAGGCTTCCT 

ci 1 1 1 igacttaaatgacatgaagt 
gagaaaaaaaatgagaataaccnt 
cnngggaattatagagggttataa 
ttctatcccnactatttcaataaaa 
gccatcacggg (seq id no: 327) 


CTP309A 


No significant match 




AAGCTTTCTCTGGCTTTCCGAAGG 

TAAAACTGTTGCCGAAGTTGCTGC 

GTTACAAGAGCGTATCCCAGAAAC 

CATAAGGCTACAACGCCGAAATTG 

GGAGCTACATCAGTTTGAATCGAT 

TCAAGAAGGTCATCGCTCAGGCC 

GTCCCAATACACTGACCTCAAACT 

ATCAGGCTCAAATCTTAGAGTGGG 

TCAACACAAGCCCACTCAATGCAG 

AAAAACACGGTGTGTCCGTGTCTG 
TTGAAACTCTTCGCAAG 1 1 1 1 IGC 
GAGATTCAGGCATGGTCTTCAAAC 
GCACCCGCCACAGCTTG (SEQ ID 
NO: 328) 
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Please substitute Table 8 with Table 8 amended as follows: 



Table 8 


Band# 


Genbank Gene Name 


Accession 


Sequence 


CTP1D 


No significant match 




GACTGAGACCATTTATTCNAG 

ACACGCAGCTGACCAAGGAG 

TGAGGGAGGGACCAGGTGTG 

CAAGCTAATAAATAGAGGAGG 

GGGAGACTTCCTGGAGCTGT 

AGCCATTCAGTCTTCATTCTT 

r^Tf* A /■""» /~* a "i"/"* a A ^ftTPTfT 

CTCACjCjL/A I U/WjoOA I L/ 1 O I 

TTTCTGACCAAAGCTT (SEQ 
ID NO: 329) 


CTP1G 


No significant match 




AAGCTTTGGTCAGCAATTATA 

TTAGTTTGCATTTTAGTGACA 

GGTGTAAGAGAAAGGCCCCT 

TCTTCCCTTACTGGGACAAAT 

CTAGAAATCTTACACAGATGT 

GCAAATAAAGCTCGCGTGGT 

GTTC (SEQ ID NO: 330) 


CTP4B 


No significant match 




GAGCAGCAGTGAGCAAAACC 

CACGAAGTTG 1 1 1 IAAGGTTA 

CAGCTATGAATAAACATTGTC 

CAAACAATGAAGATTTAGGGC 

TGAAGAACGAGCGTATGTCTA 

CAGTCGAAGCTT (SEQ ID NO: 

331) 


CTP7B 


No significant match 




CAGGTGCAAGAGGTTTGTTTG 

GGAGGTAATCCTAGAAACCAC 

AGAAGGGGGTGGGGATAGGA 

GGGATGGCAGGAAAACCAGT 

AAGAACTGTGTTATTGAGAAG 

GTTATCACTGTGGACAACTGG 

CACAGAATACACTTCAGAGCT 

GTCGCCCTGAGGGACAATGA 

CGCCAAGGTCTTTTTCTCTAA 

GTCCTGTTTCTTATAGGCCGA 

GGGTGGCTCCTGGGAGCAGT 

AACTGCCAACAGTCGAAGCTT 

(SEQ ID NO: 332) 
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CTP8A 


No significant match 




AAGCTTGATTGCCCATACCTG 
AGCCATTGATATATTTGAAAAT 
TATGGCACAAATGGAAGAGAA 
CCACATTTGAAAAGCTTCCAG 
CCTTTCAACAGAAGATAACTC 
TTCTTG 1 1 1 1 GCAGATTGAGC 
AGATAATTTC 1 1 1 1 GAAGGTG 
ATAGI 1 1 CCTAAATTGGATAAA 
ACCGTGGCTGCCATTATATTC 
ACAGAAAATAAAATGAAAACT 
TCAGTTAATTGTGGATTTG 
(SEQ ID NO: 333) 


CTP17G 


No significant match 




CAIAIAIAI IGI 1 1 1 1 IAI 1 ICI 

TGTTATACCTTCCCAAAACAG 

AGACATTCAACAGTAGTTAGA 

ATGGCCATCTCCCAACA 1 1 1 1 

AAAAAAACTGCACCCCCCAAT 

GGGTGAACAAAGTAAAGAGTA 

flT A A P P T A A f^TTP A ft P TCZ A 
o 1 nnOU 1 Mono 1 i bnOU 1 OnO 

TAAGCCACTGTGGAGCCTTAA 
GTGGTGAGGTCTTCCAATTTC 
AGAGTGATGTGTCTTCAACTT 
GTATCATCA 1 1 1 1 AGCGGTAA 
AAGCTT (SEQ ID NO: 334) 


CTP18B 


No significant match 




CCAAAGAAGTGTTTATTAACA 
TTTGGGGCCTCAGCGGGGCC 

Af^Af5Af5f^AAfiTfi<^fVrf^PTAf^ 

AGGCTCCTGAGGCTCAGGGC 
AAGGCCTGCAAGACAGATCC 
CATTGCTCAGGAGGCAGCCC 
AGATTGCAAATGGAAGACAG 
G (SEQ ID NO: 335) 


U I rzoU 


ino signiTicani maicn 




AAGCTTGCACCATATATATAA 
CTCTTGGGCAGAGGGTCTGG 
CATACATAAGTAGATACTCAG 
AAATATCTGTTGGATTGTGTT 
GATTTAATTA 1 1 1 1 IGTGTTGC 
TTPTI 1 1 AAAfiATfiAf if 'AP 1 1 1' 

CTATTAGATAI 1 1 1 1 1 IGATCA 
AAAAAAAGATA 1 1 1 1 1 1 1 GATC 
ATACAGATTTAAGCAGGA 1 1 1 
TTATTAATTCGTTTCTCTTCCT 
GGTTGG (SEQ ID NO: 336) 


CTP31A 


No significant match 




GGGGCAGATAAAAACACTTAA 
TGTAAAA 1 1 IACCCTCTCAGA 
AAAATTTCCAGTATGCTATAC 
GGTATCACTAACTATAGTCAC 
TATAGTATACAGTAGATCCCT 
AGGATTTATTCATGATGTACA 
GTCGAAGCTT (SEQ ID NO: 
337) 
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CTP36A 


No significant match 




CAAGI 1 1 IACCAI IGI 1 1 IAAI 

TATTGAAACAAAATTAACGTAA 

GTAGAATCATGTGCAACAGTG 

TCTCTAACATATGGAAGAGGT 

AAATATGAATTTTATACAATAA 

GGTATATTATCCACTGTAACA 

AATTTCCAATAATTTGGCATTT 

ATCTTTCACAAAATGTCTCCC 

AAATTrTAAfiCAAAGTATGnA 

AATTGGAGATTAACTCTAAAC 
AGGCATAATTATCTTCTTATCC 
AGI 1 1 1 1 CTGAAGAGACTGAA 
GAGTTCAGGTCTGACCAAAG 
CTT (SEQ ID NO: 338) 


CTP47G 


No significant match 




AAGCTTGCACCATACTCCTCC 
TCTACATATGCTCCCAAATTA 
CCTTCTAAAAAGGCTGTATTA 
ATTTACTTTCACCAGTAGTATT 

ATPA^iA^T^rrPATCTrPrTT 
A 1 bnonu 1 oOUUn 1 o 1 UUU 1 1 

AGCCI 1 1 IAAAATTCACTATGA 
GCAATCTTTAAATCATGTACTA 
AATCTTATAGGCAAAGAATAG 
GGCCTTGCCCCTGCCCCTGT 
T (SEQ ID NO: 339) 


CTP50A 


No significant match 




Al ICCI 1 1 ICCAAGGACCICI 
CTTCTATGTGATCACTGAGTA 

A fVTTP A CXTC A PTP ATP ATP 
no 1 1 wnu 1 VjtWs 1 Own 1 v-»r\ 1 O 

TCTAGATTGGAGATTTCCAAA 
TTTATGGCCTTTCCTAACTTTG 
AAGTCCTTATTTCTAACTGCC 
TACTAAGCTT (SEQ ID NO: 
340) 




Mr* cinnifi^ant mntf^h 
\w oiy i in iucii u uidioii 




AAGCTTAGTAGGCAATAATAG 
AGAAGTAGAAATTGAATGTGG 
AACATTAACCATTAAAAATCAT 
AC 1 1 1 1 GAATGTGCTGAGGTC 
ATGAATTGI 1 1 1 1 ACCTTCTTT 
GTAATTTGTGI 1 1 1 ICAGATTT 
TCTGTAGTTAGCATATATTCTA 
TAATCAGAAAAAGATGCTTCA 
AGI 1 1 1 1 1 GCAGATTTCACAG 
AAI 1 1 IGI 1 1 (SEQ ID NO: 
341) 
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CTP53A 


Nn ^innificant match 




AAACAAAATTCTGTGAAATCT 

GCAAAAAACTTGAAGCATCTT 

TTTCTGATTATAGAATATCTGC 

TAACTACAGAAAATCTGAAAA 

ACACAAATTACAAAGAAGATA 

AAAACAATTCATGACCTCAGC 

ACATTCAAAAGTATGA 1 1 1 1 IA 

ATGGTTAATGTTCCACATTCA 

ATTTCTACTTCTCTATTATTGC 

CTACTAAGCTT (SEQ ID NO: 

342) 


i r Jon 


Ma Qinnifif*ant matph 
nu oiMiiiiioaiH iiidioii 




AATTGTCACGAACAGGGCTGA 

CTGACACTGCAGTGTGTCCTT 

GTTTGTTGATCCCTGATCTAG 

GCCTCGGCI 1 1 1 CAAACTGCA 

GTTGATCAAACTGGGATATGC 

TTCGGCTGAATCTGCTCTCTG 

GTGCTTCTCTTTAATCG 1 IMC 

TCCTTAAATGG GTTACTTTCTT 

ACTAGGAAAAAAAAAATGTTC 

CACCTCTGGAATTAACGTTGA 

GAAGCTT (SEQ ID NO: 343) 


CTP62A 


No significant match 




AAGCTTCGACTGTCGCATCAA 
TGAATGI 1 1 1 AAGTAATAACTT 
TGCTGGTTATCAGCTTGATGG 
TGCATTAA 1 1 1 1 ATGGCTCATT 
TCCTTTAI 1 1 IGACCATTGTCG 
GATTCTTCAI 1 1 IATATTGGAC 
GATCCCCAATCGAACGGTAC 
CAAI 1 1 1 1 ICAGCTGTGATTG 
CGGCATGTTTCAACGCGACC 
Gl 1 1 1 IGAAAI 1 1 IAAAACATT 
TATTTGGCTGGGTCATGAGTA 
ATTTCACCAGCTATGAAATCG 
TTTATGGTGCI 1 1 IGCAGCAG 
TTCCTAI 1 1 1 ICIACI 1 IGGAT 
CTATCTGTCTTGGAATATCATT 
TTATTGGGTGTAGAAGTGAGT 
TATGCACTCACCGCCTTCCAT 
TCTGGT (SEQ ID NO: 344) 
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CTP63A 


No significant match 




AGAATCAAGCCACCAGGTGTT 

TAI 1 1 1 1 GCACTATAAATAGAG 

TTCCCTAGTCCCAI 1 1 IGTTA 

CATAATATATGAGATAACAGA 

GAACCTAAAATTCATTTGGTG 

AAAATCAAGTGTGTAGTATAC 

CTAAATACCAATGAGCTAGTA 

AP ArTTCTA Af^f^PAPTf^A Af^P 

TAAGGCTAACAGCAACAGAGT 
CCTTTATGAAAATAATTTCAGA 
ACCACAACGCATTCTCTGATG 
GTGCATTCCCCTGGGACAGT 
CGAAGCTT (SEQ ID NO: 345) 


CTP64B 


No significant match 




CATCGCAGACATTTATTTTAG 
1 1 1 IGTTAATTTCAAATATTCA 
TTAACCTCTTGTATCAGATTTA 
AGGCAGAGAAAAGATACACG 

PPPPTflf^TTA APTY^A APP^ 

GGI 1 1 AGATAGTGTAGTCCAC 
CCTGGGTTCCACCAGGGAGA 
CCTCACCCGAGATGACAGGT 
CCGGTTGCTGGTGCACAGTC 
GAAGCTT (SEQ ID NO: 346) 


CTP70A 


No significant match 




AAGCTTAGTAGGCACGCAATA 
AATAGGAGAATGAATCAGAGT 
CCTCCAACGCGTCCTCCCTAA 
TGTCCCTTTGAGCTGCCTCCT 
CTTCCACTCTGCCTCAGCTTG 
TCCATGTCACTTCGCTCCAGA 
GCAGCCGCAAGAGCATCTTA 

CTCCCATCCTCCACTGTACAG 
TGATATGACTGAAACCTCATT 
TAACCI 1 1 1 AGAACTACCAGG 
AGGAGGTTCCCAAGGATCCC 
AGG (SEQ ID NO: 347) 


CTP72B 


No significant match 




CCAI 1 1 1 IGGICI IAAAGAGC 

ATCTTAAGTGAGAGATCATGA 

CAATCTTTGGCCACTCCAGGT 

TTTCTCATCTACTACATGATCT 

GTTCCCAACAATAAGCCATTG 

AAATTAAAGGTCTCCAGAAGT 

TTTATCTGGGGTCTGTGATTG 

AAAAGAAGGAAAATGAGATGA 

GAGACTGCCTACTAAGCTT 

(SEQ ID NO: 348) 
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CTP73B 


No significant match 




CCCATAAGAAACATCTTTAAA 

ACATTCAGAATACTCAGGATA 

ATCAAGGCTAATATTCCTATA 

AATTCCTTACGTGTATTATGTA 

CATTCAGAAAAGTGTAAATTA 

CTCAAATATTATACTCAAAACC 

CCTTATAGTCTGCTAACTTGC 

ATGTAGAAACATCTGAAGTAA 

CATGCTGCCTACTAAGCTT 

(SEQ ID NO: 349) 


CTP74A 


No significant match 




AAGCTTAGTAGGCATCAATTG 
GATCCTTTCCTATGTTGAAAT 
G G AAG AATTAATG AG CTTAC A 
TTAATTAGTATTGTAATGTGTA 
AAGGAAGCCCAGCAAAA 1 1 1 1 
TTGAAAACTTGATGATCCCAA 
CGTATTTACCATTGTATGTTAA 
AGCAAAATAAATCACCATTTTT 
TTA (SEQ ID NO: 350) 


CTP75C 


No significant match 




AAGCTTCTCAACGGCCTCCAC 
CTCCTTTCTGCCCTCACAGCC 
TCCTGGCTCTGGCCCAAAAA 
GTGATTCAI 1 IGTAAATTATCA 
TGG 1 1 1 1 CTGCATTAAAATGG 
CCATTTCTGG (SEQ ID NO: 
351) 


CTP76B 


No significant match 




AAGCI I I I ACCGCCATCTTGG 

CTCCTGTGGAGGCCTGCTGG 

GACCAGGACTCCTAAAGCGA 

CGAN I I I I I NTGGAAGGCTTT 

GGTCCAAGGCCATTTTTGCCG 

GCTATAAACGGGGTCTCCGG 

AACCAAAGGGAGCACACAGC 

TCTTCTTAAAATTGAAGGTGTT 

TACGCCCGAGATGAAACAGA 

ATTCTATTTGGGCAAGAGATG 

CGCTTATGTATATAAAGCAAA 

AGAACAACACAGTCACTCCTG 

GCGGCAAACCAAACAAAACC 

AGNAGTCATCTGGGGAAAAG 

TAACTCTGGGCCCATGGAAAC 

AAGTGGCATGNGTTCCGTGC 

CAAATTC CG AAG C AAT NTTCC 

TGCTAATGCCATTGGACACAG 

AATCCGAGTGATGCTGTACCC 

CTCANAGGATTTAAAACTAAC 

GAANAANCAATAAATAAATGT 

GGATTTGCGNTCTTNGG (SEQ 

ID NO: 352) 
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CTP77D 


No significant match 




CAAI IGGI I IAGI I I IAI I ICA 
AAATTGTACAAAATGGCCATA 
AGCGGCTATAAAAAATTTCGT 
I I I CGGAACACGTGGAAATTC 
AGAAAGAACAACAAAGCAGGT 
TATCATTTCACAGTGTAATGG 
AAAAGCTCTCTCTGAGGCAG 

CTTCCCCAGTCTCTCGTGGTC 
TCCTTCCCGGAGCGCTCGAA 
TGAAACTGGTAAACCCCGATT 
CCGTCCGATCGC (SEQ ID NO: 
353) 


CTP79B 


No significant match 




CAIAIAIAI ICI 1 1 1 1 IAI 1 ICI 
TGTTATACCTTCCCAAAACAG 
AGACATTCAACAGTAGTTAGA 
ATGGCCATCTCCCAACA 1 1 1 1 
AAAAAAACTGCACCCCCCAAT 
GGGTGAACAAAGTAAAGAGTA 
G 1 AAL-O 1 AoAu 1 1 OAvjU 1 uAu 
TAAGCCACTGTGGAGCCTTAA 
GTGGTGAGGTCTTCCAATTTC 
AGAGTGATGTGTCTTCAACTT 
GTATCATCA 1 1 1 1 AGCGGTAA 
AAGCTT (SEQ ID NO: 354) 


CTP81A 


No significant match 




CCAAAGAAGTGTTTATTAACA 
TTTGGGGCCTCAGCGGGGCC 
AGAGAGGAAGTGGGTGCTAG 

AAGGCCTGCAAGACAGATCC 
CATTGCTCAGGAGGCAGCCC 
AGATTGCAAATGGAAGACAG 
GCCATGGTAGCGGTAAAAGC 
TT (SEQ ID NO: 355) 


CTP92A 


No significant match 




GCACTAAATTCAAACCAATGA 
CCTCCCATGTTCTAATTCTGA 
TTGTTTAATCCAACTGGGAGG 

CCTGTCAGTGACAAAATGGTT 
TGTAAAAAAGAAAAAATAAATA 
CGATATACAAGTAAGTATAAC 
TAGCACTCAAGCTT (SEQ ID 
NO: 356) 
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CTP99A 


No significant match 




AGCATATGTAAGATCTCTGGC 

TTGTAGAAGACAAGTTTATAT 

AGCACTTAAAAAACCATTTGT 

TACATTAAATGTCGAACTCAA 

ACT! 1 1 AAAGAGTATAGAGAA 

CTACAAAATGGAAAAAGGAAG 

CAGATATACGCTTTATGAGGA 

AATTRTGTTAATGATCTCTCCT 

CTAAAAAAGGACTCTTCCCTA 

TTATCATAATGACCACACTGC 

CCGTCCTTAAAACCACTGGTC 

GCTGACATTATGCCGAAGCTT 

(SEQ ID NO: 357) 


CTP103JJ 


No significant match 




AAGCTTCGGCATAGTTACTGT 

TTGATTTTAAGTTTTTATATAG 

TTCTTAGTTTTGAAGAAATCCT 

TCAAGAACAGTTTCTCTAAAG 

AGCATGTTTTAATTAAATGCTA 

ATTAATTAPPTTTP.TTAn 1 I 1 1 

CCAATTTAGTAGGCCACTTTC 
AATGTCTATTAAAGTGAAATAA 
ACCTTCTGAACTTAAACAI 1 1 1 
TAAATCGATTAAAAATTGTGTC 
AAAAT (SEQ ID NO: 358) 


CTP104I 


No significant match 




AAGCI 1 1 1 1 1 1 1 1 1 ICAAAACG 

GATTTGTAAAAACTGTATTTCT 

TACACTGTGCACAAACC 1 1 1 1 

ATACTAAATAAATATCAAACTA 

CATTCTTCAGAAAGATGTTTC 

TAGTAI 1 1 1 ICTTAGGTCACTT 

CCATATGTAGTATGTACAGTG 

AGACCACTTTTTAAAAAGCAA 

TGACTTAGGCAAACCAACCCT 

AATGGTTTGTTAGACCATTTC 

CCTG Mil 1 AATTAAAAATCAT 

AGGGTTGTGCTTCTGTATAAA 

GTTTGTACATTTCACAATGTAA 

AATACTGACATT (SEQ ID NO: 

359) 
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CTP109P 


No significant match 




ATGCAACCACACGGAATTTAT 

TGAACAI I I ICACAAGIGAI I I 

CATTAAAGGAAGGC 1 1 I I ICG 

TGCCTATATTGGTTACCATCA 

CI I I I GCCCCTATCACAATCT 

CATGGTGTAGTCCTTGCATGT 

AGCAGGAACTCAACAAATGTC 

TGCTAAATTGACAGATGGAGC 

CCCAGACGACCTAAAACTTGC 

ACTTTAGAAGCACTTACTTCA 

TCCTGAGCTATTATGAATAAG 

GAACTCAAGTGACTGTTAAAA 

GCATTCTACTGATGAGTTGGT 

AATGTTCTAAAGCAACATATC 

TCAAAGGAAAGGATATTGAGT 

TTr^TPTPPAPPATAAAATPP/T 

ANN 1 AAACAAAGGTACTACT 
TAAAAATGGTCTTCCAAAGGC 
CTCAGCAGAGGTTCTAAAGAG 
ATGTGACAATATGCCGAAGCT 
T (SEQ ID NO: 360) 


CTP110A 


No significant match 




AACATATAAAAACATTTATTCA 

CTAGGAATAATTGTGGCAGAC 

ACAATCCAGTGAAAGCAGCTC 

AATCCTGCTCAGTTAGGCTAG 

TTGAAGAACCATACTTTAAAA 

AAAGAAAGGAAGACAGGCAA 

ACAAGTG 1 1 1 1 ACAGGAGCAA 

CAGACTTCAAGGTCACCCCCA 

CAAGACACCCTGCACAGCAG 

GGACGGGGACAGGGAGGAT 

I^APPTPTTAfV5("5PPTYVrfiPP 

Unuw lull f\\D\3\3\s\s 1 V9 1 

TTCGCAGAGGTGCTCGGCGG 
ATGGGTGTGGTCTTCTTGGGT 
GTCTCCTCTTCTGTCATCTAT 
GCCGAAGCTT (SEQ ID NO: 
361) 


CTP111A 


No significant match 




AAGCTTCGGCATAAACGATCC 
ATTCTCCTCGGCCTCCCAAAG 
TGCTAAGGTTCCAGGCGTGA 
ACCACCATGCCCAGCCTGTTC 
I I I I I I I I ATCTCTAGGTGGTG 
CTCTCCAGCTGTAGTAGAAAT 
AGCATTTGTATTGGATCTA I I I 
TTI I AAATAGGGACTAAATAC 
AGACCA I I I I GTTAGAGTGAA 
ATGCCAAACAAGAACGAGATT 
TTTCTCTTGGCT (SEQ ID NO: 
362) 
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CTP116A 


No significant match 




AAAAGAGCATACTTATCAGTT 
GAATGGGGATAGAGG I I I IAG 
ATA I I I I CCAAAATATTTATAA 
AACACTTCATTGTTGAGAAAT 
CACTTACAGAATGGTGGCTAT 
CAAACAAATAATTATAAA I I I I 
TAAAGCACAAGTCACATGTTT 
TGTAACTCCTGTGTGAATTTA 
I I I IAGCIGIGACAI I IAATTG 
AAAACATCAGATATG I I I IGG 
AAAAGTCTTAATTTGAGAACA 
ACTGAAGGAAGTTAATCCAGA 
ATCTATATGTAGTTAGCTATTA 
ATGATGATGCTTTATTGACAG 
TATATTGCTAATATATTTCTTC 

ATCZ A A ATPTY^ A A fZTT A A ATA 
r\ 1 O /A/A/A 1 O 1 UnnO 1 1 r\r\r\ I AO 

TTTCGTTGTGGAATAGTGTCA 
CTGTAACATTTCCCTTACGAA 
GTTCAATAAACCAGCTTTGCC 
ATAAAAAAAAAAGCTT (SEQ ID 
NO: 363) 


CTP124B 


No significant match 




ATGGCAAAGCTGGTTTATTGA 

ACTTCGTAAGGGAAATGTTAC 

AGTGACACTATTCCACAACGA 

AATTATTTAACTTCAGATTTCA 

TGAAGAAATATATTAGCAATAT 

ACTGTCAATAAAGCATCATCA 

TTAATAGCTAACTACATATAGA 

TTCTGGATTAACTTCCTTCAG 

TTGTTCTCAAATTAAGAC 1 1 FT 

CCAAAACATATCTGATG 1 FTT 

CAATTAAATGTCACAGCTAAA 

ATAAATTCACACAGGAGTTAC 

AAAACATGTGACTTGTGCTTT 

AAAAAI 1 IATAATTATTTGTTT 

GATAGCCACCATTCTGTAAGT 

GATTTCTCAACAATGAAGTGT 

TTTATAAATA 1 1 1 1 GGAAAATA 

TCTAAAACCTCTATCCCCATT 

CAACTGATAAGTATGCTCTTT 

TAAAAAAAAAAAGCTT (SEQ ID 

NO: 364) 
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CTP126A 


No significant match 




AAAGAAAGTAATTATGGAACT 

AGAI I I I I AACATTGTAAAATA 

CTAAATGATCCTTCAGTTGTA 

AGTTGATATATATTTGTAACCT 

TTGTGAAATTGTATCCTTATGA 

AAATACCAC I I I I GTGGAAGA 

GAGAATCCAACTATGTAATAT 

TTAATTAAAACAATCCATG I I I 

ACCCTATCCCTGCTCAATTAA 

ACAGTGTATATAGGTCTAATA 

ATAGCTCTGGAGCAAC I I I I A 

TCATGAGTCAAATATATTAAAC 

ACATTGATGTCTTCTTGGTAT 

ATCTGAAAACAAGAGGTAGAA 

GTCCTGTTGAGAGTCTTTAAA 

ATAAACTAI 1 1 1 1 ACAAATGTA 

AAAAAAAAAAGCTT (SEQ ID 

NO: 365) 


CTP133B 


No significant match 




CCAAAAAGAGCCATGCCCAG 
AGGGAAAGTTGGAAACGAAA 
GCCAAGI 1 1 ICATTTAAAAGG 
AAACANTAAAGAGGTTAGCCA 
G AG AAACTTG AAC CAAAG AAA 
AGACAGCACGCTGTTCAGAAT 
GGTCAATAAGAGCCTAAAACG 
GTACCCTCGGAATGAAGCTT 
(SEQ ID NO: 366) 


CTP134A 


No significant match 




CCAAAAAGAGCCATGCCCAG 

AGGGAAAGTTGGAAACGAAA 

GCCAAGI 1 1 1 CATTTAAAAGG 

AAACATTAAAGAGGTTAGCCA 

GAGAAACTTGAACCAAAGAAA 

AGACAGCACGCTGTTCAGAAT 

GGTCAATAAGAGCCTAAAACG 

GTACCCTCGGAATGAAGCTT 

(SEQ ID NO: 367) 


CTP143B 


No significant match 




AAGATTTCAAAGAGTGAGCAA 

GTGCATTAGCAGGGCAGAGA 

GAGAGGCAGCAGCAGACTCC 

CTGCTGAGCTGGGAGCCAAC 

TTGGGACTCGATGCCGGGAC 

CCCAGGATCATTACCCGAAG 

CTT (SEQ ID NO: 368) 
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CTP144B 


No significant match 




GGGTAAATCCGTCCAGTTTAC 

TGTAAATATGCC I I IGACAAA 

CTGGTAACTCATGTCCCATCC 

CAGTCCCGAGTACTGGACCA 

GGGAAACTCCAGCCACAGTT 

GAGGGAAGGCCACCTGTTGG 

CTCTGGGGCAGCAGGTCATC 

PAf5Tf5rtf5(^TTPAf5f5AfVrPAn 
L»AO I COOv 1 1 unUwnO 1 UAu 

CAGGCCTCTGACCAGTTCCTC 
CCCACCAAGCAG 1 1 ICAGAGT 
TGTCCGCCAAGTCTATTTCAC 
ACCTCTCGTGTATGCCGAAGC 
TT (SEQ ID NO: 369) 


^^^^^^ A A ^ m 

CTP145B 


No significant match 




GGACTGATAATAATAGGATTT 
TATTTCTAAAATTTATCTTAGA 
GCTTTCAAAGAGTATAACACA 
CAGATCTTTACCACCACACCC 
CCCTTGCCTATACAGGAAACA 

A f*f* A A ^TTPTfi A Ci. A A O A TTT A 

TCATGCACAGACACATCAGG 
GCTTGCAGGTGCTACACAGG 
AATCACAAATGCTGTTCCACA 
TCATGTCTTCTGTTATGCCGA 
AGCTT (SEQ ID NO: 370) 


CTP149B 


No significant match 




AGGAAGAATAAAAACATATAA 

AAACATTTATTCACTAGGAATA 

ATTGTGG CAGACACAATCCAG 

TGAAAGCAGCTCAATCCTGCT 

CAGTTAGGCTAGTTGAAGAAC 

CATACTTTAAAAAAAGAAAGG 

AAG ACAG GCAAACAAGTGTTT 

TACAGGAGCAACAGACTTCAA 

GGTCACCCCCACAAGACACC 

CTGCACAGCAGGGACGGGGA 

CAGGGAGGATGACCTCTTAG 

GGCCTGTGCCTTCGCAGAGG 

TGCTCGGCGGATGGGTGTGG 

TCTTCTTGGGTGTCTCCTCTT 

CTGTCATCTATGCCGAAGCTT 

(SEQ ID NO: 371) 
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CTP150A 


No significant match 




AGCATATGTAAGATCTCTGGC 

TTGTAGAAGACAAG I I IACAT 

AGCACTTAAAAAACCATTTGT 

TACATTAAATGTCGAACTCAA 

AC I I I I AAAGAGTATAGAGAA 

CTACAAAATGGAAAAAGGAAG 

CAGATATACGCTTTATGAGGA 

AATTGTGTTAATGATCTCTCCT 

CTAAAAAAGGACTCTTCCCTA 

TTATCATAATGACCACACTGC 

CCGTCCTTAAAACCACTGGTC 

GCTGACATTATGCCGAAGCTT 

(SEQ ID NO: 372) 


CTP154A 


No significant match 




AGCATATGTAAGATCTCTGGC 

TTGTAGAAGACAAG I I IATAT 

AGCACTTAAAAAACCATTTGT 

TACATTAAATGTCGAACTCAA 

AC I I I I AAAGAGTATAGAGAA 

CTACAAAATGGAAAAAGGAAG 

CAGATATACGCTTTATGAGGA 

AATTGTGTTAATGATCTCTCCT 

CTAAAAAAGGACTCTTCCCTA 

TTATCATAATGACCACACTGC 

CCGTCCTTAAAACCACTGGTC 

GCTGACATTATGCCGAAGCTT 

(SEQ ID NO: 373) 


CTP164A 


No significant match 




AAGCTTCGGCATACGGTGTG 

AGGTTACAGTCCAGI 1 1 IGTG 

TGCTTTACTACACGGTTTGGT 

TACAGGACTTCTGTGCATTGT 

AAAACATAAACAGCATGGAAA 

AGGTTAAATACCTGTGTGCAG 

ATTGTAAGATCTGGTCCGGAC 

TTGCTGTGTATATTGTAACGT 

TAAGTGAAAAAGAACCCCCCT 

TTGTATCATAGTCATGCGGTC 

' 1" I A "^^^T~ A A T" AAA ✓"V A 1 1 y— V A 

TTATGTATGATAAACAGTTGA 
ATAATTTGTCCTCAGACTC 1 1 1 
ACTATGC 1 1 1 1 1 lAAAATTAAG 
AAAAATGTAAATATAGTAAAAA 
TCTTCCTATGCAATTAACCTG 
G (SEQ ID NO: 374) 


CTP179K 


No significant match 




AAGCTTACCAGGTAGAGGGA 
CTGTTGGAGGTATGGACGCA 

GCACGAGTTTTTCAGTGAAGG 
GGGTAAAGCATCACAATTTAA 
AATGTTTGCAATTAAACTGGT 
TTGTTAAATATC (SEQ ID NO: 
375) 
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CTP185C 


No significant match 




CAGCGAAGAGGCATTAAAGAT 
TCATGCCATAAGTTTATTTACA 
AACATGTTGTGTATGTTGAAT 
TCAAGAGATTGATCCATTTTT 
CAGAGACTGCACCTCTTAAAA 
TGTTCCI 1 1 ICACATCTGTTTA 
GTGGATCAAAAGCTT (SEQ ID 
NO: 376) 


CTP197A 


No significant match 




ATGGTGTGTGTGTGGGTTCAA 

ATAGTTTATTCACCTCTGTAGT 

GGAAAAACAAGGAGAAATAAA 

ATCTGCTTACAATGGCCAAAA 

TTTATGGAGAAGCCCTAAAGT 

TfiPTTTPrrfiAAATCACAAAT 

CTGATTCAAGAGAAGGAAAAA 

AATGATGAAAAACATCTCATC 

ACACAAAACTCAGTGTGGTGT 

CTCTGATAGTCATCAGCCAGC 

AGAAGCTT (SEQ ID NO: 377) 


CTP202C 


No significant matcn 




AGAAAAAAAATTGATAATTAG 

GTGCAGATAGAAAATATGAAT 

TAGAAGAGGTTAATTCAAGTG 

ATCAGCCTGAAAGTTCAGCTT 

CATTAGCTTTGTGGTAAATCC 

AnCACTTCAGATAGTAACTAA 

AGTAAAI 1 1 1 AAATTTCATAAG 

AATAAAGTAATCCCTGAAAAG 

AATTCAC 1 1 1 1 1 1 CCCAGAAG 

AAGCTTATAATTAAAAAAAAAA 

AGCTT (SEQ ID NO: 378) 


CTP208B 


No significant match 




CTAGAGGAAGTGCTTTTTATT 

TTTAfSATPAAP.PAAACATATTT 

AATATAAAAACC 1 1 1 IAATATA 

CAAACTGTAATCACAATTGCA 

TCCACGTAGCAGCGAGGGAA 

TGGGGTGTTGCAGGAAGCTT 

(SEQ ID NO: 379) 


CTP215B 


No significant match 




AAGCTTAGAGGCAGTAAACAG 

GAGCGTCCCCAAGAAAAAGA 

GGAAATTCTCTTCTAAGGAGG 

AGCCACTTAGCAGTGGACCT 

GAAGAGGCTGCTGGCAACAA 

GAGCGGCAGCTCCAAGAAAA 

AGAAAAAGCTCCAGAAGCTAT 

CCCAGGAAGATTAGAATGGA 

CAI 1 1 1 ACCAGGTGGGGCAAA 

CCCACATGATTCCAAACCCAC 

CCTTATATCCCAATAAAAACA 

AATTCACAGG (SEQ ID NO: 

380) 
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CTP222D 


No significant match 




AAGCTTACCAGGTGAAGAGT 
GGGGTTGTCATGACCTTGGC 

TATY^APf^PPPAriPATTTPfiA^ 

GTGGCTCCCTCTATTCTTTAC 
TTTGGGCATCATAGAAAACGT 
GTCTCTGGGGGATTAATCTTA 
GAGAAAAATAAAGCC 1 1 ICTG 
CTG (SEQ ID NO: 381) 


CTP306B 


No significant match 




AAGCTTCTGCTGGTATGGAAA 

GCCTTCAAGGAAGAGGGTAA 

TGAGGGGGAAGAAGTGCTGT 

GCCAAAGTGACAGCATTCAGT 

GAGGAATAAAGAAAGGAGCT 

CAGTGGTAG CAGGATGTTGA 

GCTTCCAAGAAAATCTGGTGG 

TGGTGAGAAAGTGGCTGCTG 

TGCACTGCAAGGAAACAGAG 

CGATTAAAGAAAGAGATGTGA 

CAGGGTAGGTGGAAGAGATA 

GCCAGAAGTTAGAAATGGGTT 

APAPTr^AAHAAriTAAATTATT 
nUnu 1 OMMOM/Ao 1 nnn MAM 

TGATTAAACAATAAGTAAATAT 
ACTGGGGATAACAAAAGCCT 
GATTTCTCCACTGTCTCAGAA 
GGGATTTGCAAGTATGG (SEQ 
ID NO: 382) 


CTP308KK 


No significant match 




AAGCTTTCTCTGGATGAACAG 

TTAAATGGAACCTGGAAACCT 

CTTCCTGGGATTATTCCTTAA 

GCAAGGCAGTGTCAAAGGCA 

ACCCTCCCAGCAAGACTTCAG 

AAAACAGCTGGCAGAACTACA 

GGATCTGGTGTCTGGTGTGTA 

AAATACTCTCCTCCCTGTTCA 

AATGATTCAGAACATGTGCAA 

AGTGTGCTAGCTTTCATCACA 

TATACATAACAGCATTATGTAT 

CAAGTTACCCTGTTCAAACAA 

GGAGCAGGCTTCCTC 1 1 1 II G 

ACTTAAATGACATGAAGTGAG 

AAAAAAAATGAGAATAACCNT 

CNNGGGAATTATAGAGGGTTA 

TAATTCTATCCCNACTATTTCA 

ATAAAAGCCATCACGGG (SEQ 

ID NO: 383) 
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CTP309A 



No significant match 



AAGCTTTCTCTGGCTTTCCGA 

AGGTAAAACTGTTGCCGAAGT 

TGCTGCGTTACAAGAGCGTAT 

CCCAGAAACCATAAGGCTACA 

ACGCCGAAATTGGGAGCTAC 

ATCAGTTTGAATCGATTCAAG 

AAGGTCATCGCTCAGGCCGT 

CCCAATACACTGACCTCAAAC 

TATCAGGCTCAAATCTTAGAG 

TGGGTCAACACAAGCCCACT 

CAATGCAGAACAAATCCGAGT 

CAAACTGCATGAAAAACACGG 

TGTGTCCGTGTCTGTTGAAAC 

TCTTCGCAAG I I I I IGCGAGA 

TTCAGGCATGGTCTTCAAACG 

CACCCGCCACAGCTTG (SEQ 

ID NO: 384) 
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REMARKS 



This amendment to the specification is made to replace the original sequence listing with 
a sequence listing that complies with the sequence rules, 37 C.F.R. §§ 1.821 - 1.825. 

In the event that there are any questions concerning this amendment or the application in 
general, the Examiner is respectfully urged to telephone the undersigned representative so that 
prosecution may be expedited. 

Attached hereto is a marked-up version of the changes made to the specification and 
claims by the current amendment. The attached page is captioned " Version with Markings to 
Show Changes Made ". 

In the unlikely event that the transmittal letter is separated from this document and the 
Patent Office determines that an extension and/or other relief is required, Applicant petitions for 
any required relief including extensions of time and authorizes the Assistant Commissioner to 
charge the cost of such petitions and/or other fees due in connection with the filing of this 
document to Deposit Account No. 03-1952 referencing docket no. 400742000200. However, 
the Assistant Commissioner is not authorized to charge the cost of the issue fee to the Deposit 
Account. 



Respectfully submitted, 



Dated: April 5, 2002 




Terr^ShiSh-Newton 
Registration No. 47,081 



Morrison & Foersterixp 



755 Page Mill Road 
Palo Alto, California 94304-1018 
Telephone: (650) 813-5649 
Facsimile: (650) 494-0792 
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Version with Markings to Show Changes Made 

In the Specification 

On page 50, the paragraph beginning [00316] has been amended as follows: 

1 . Combine in a microfuge tube: 
1 ug total RNA/8ul DEPC treated water (Ambion #9922) 

2ul (1 ug) Oligo d(T)22 -- T7 (Operon, 5'TCT AGT CGA CGG CCA GTG AAT TGT AAT 
ACG ACT CAC TAT AGG GCG 3') (SEP ID NO; 385) 

On page 50, the paragraph beginning [00322] has been amended as follows: 

lul Template Switching Primer (lug/ul) (Operon, 5'-AAG CAG TGG TAT CAA CGC AGA 
GTA CGC GGG-3') (SEP ID NO; 386) 

Please substitute TABLE 1 with TABLE 1 amended as follows: 



TABLE 1 



ID# 


Gene Name 


Accession 
Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C1 


c-myc 


X95367 


503 


caagaggacgaagaagaaa 
ttgatgtt 

(SEQ ID NO: 1) 


cgcttccgcaacaagtccttt 
(SEQ ID NO: 2) 






C2 


c-erb B-2 


AB008451 


507 


gtgtttgatggtgacttgggaat 
a (SEQ ID NO: 3) 


gtactccgggttctctgctgtag 
a (SEQ ID NO: 4) 
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ID# 


Gene Name 


Accession 
Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C3 


Catalase 


AB012918 


506 


gacaaaatgcttcagggtcgtc 
tt 

/ceo in mo- c\ 

(OCVal ID INU. Of 


ccatgctgcataaaggtgtga 
ate 

/ccn in Kin- &\ 






C4 


p53 


AF060514 


506 


acttttcgacacagtgtggtggt 
9 

(SEQ ID NO: 7) 


cgagaggtagattgccccttct 
tt 

(SEQ ID NO: 8) 






C5 


Metallo- 
thionein 2 


AB028042 


330 


gactccagccgccccttct 
(SEQ ID NO: 9) 


aggaatgtagtagcaaaegg 
gtca 

(SEQ ID NO: 10) 






C6 


lnterleukin-2 


U28141 


490 


tcacagtaacctcaactcctgc 
ca 

(SEQ ID NO" 11) 


gtcagtgttgagaagatgcttt 
gaca 

(SEQ ID NO: 12) 






C7 


Metallo- 
thionein 1 


D84397 


376 


gctctgactctccctgtggtctg 
(SEQ ID NO: 13) 


caaacgggaatgtagaaaa 
caagtca 

/ceo in MO- 4 A\ 
(obU IU IMU. 14) 






C8 


Intercellular 
adhesion 
molecule-1 


L31625 


507 


caagtcagagctggaatttccc 
at 

(SEQ ID NO: 15) 


tggaaagaactcccaactgg 
acat 

/ceo in mo* <ic\ 
(ocvj IU IMU. lb) 






C9 


Multidrug 
resistant 
protein-1 


AF045016 


510 


ggcaaagagataaagcacct 
gaatg 

(SEQ ID NO: 17) 


atagatgcctttctgagccagc 
ag 

/ceo in mo- 
(otU IU IMU. lo) 






C10 


Beta-actin 


AF021873 


509 


aagtattctgtgtggatcggag 

gc 

/ceo in mh> 1Q\ 
(ocU IU INU. 19) 


caacttcaaggcaattaacca 
ccc 






C11 


Tumor 
necrosis 
factor-alpha 


S74068 


510 


caaattgcctccaactaatcag 
cc 

(SEQ ID NO: 21 ) 


acagggcaatgatcccaaag 
taga 

(SEQ ID NO: 22) 
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ID# 


Gene Name 


Accession 
Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C12 


Nitric oxide 
synthase- 1 , 
inducible 


AF077821 


510 


gtccttgcatcctcattggacct 
(SEQ ID NO: 23) 


gctgttttgctgcaccatcttttt 
(SEQ ID NO: 24) 






C13 


BRCA-1 


U50709 


499 


tttctgggtattgcaggaggaa 
aa 

/OCA irt kl A . nr\ 

(SEQ ID NO: 25) 


agtctgcagcagttctgggaat 
ct 

/OCA 1 HV MA. *\&\ 

(SEQ ID NO: 26) 






C14 


Metallo- 
thionein-IV 


AB028041 


385 


ctgtgacagcattggagcttctt 
9 

/oca ir\ ma. ot\ 

(SEQ ID NO: 27) 


tttacatgagtgtcaccaccac 
ca 

/a r™ ^\ m ki^%. *%t>\ 

(SEQ ID NO: 28) 






C15 


Tumor 
necrosis 

factor 
receptor 


AF013955 


507 


ggctctgttgttggaaatatacc 
cc 

/ecA m Kin* oq\ 


cagttcacacaagagacgca 
ttca 

/CCA IR KIA- O A\ 

(ocU IU NU. ou) 






C16 


c-kit 


AF099030 


504 


gagacttggctgctagaaatat 
cctcc (SEQ ID NO: 31) 


aattgatccgcacggaatggt 
(SEQ ID NO:32) 






C17 


CD40 ligand 


AF086711 


508 


ccaatttgaagcctttctcaagg 
a 

/OCA i r\ ma. oo\ 

(SEQ ID NO: 33) 


gagtaagccaaaagacgtg 
aagcc 

/OC^N m kl/'N. A jv 

(SEQ ID NO: 34) 






C18 


Cubilin 


AF1 37068 


508 


tgaatgcacacatgacttcttgg 
a 

/CCA ir\ KIA- oc\ 
(otQ IU NU. 35) 


tgatggatacactgcatactct 

gcg 

/OCA i rt KIA. 

(SEQ ID NO: 36) 






C19 


Alkaline 
phospha- 
tase 


AF149417 


499 


cagatgtggagtatgagatgg 
acga 

/CCA IT\ KlAi 07\ 

(SEQ ID NO: 37) 


agaccaaagatagagttgcc 
ccg 

/OCA 1 r\ klA. oo\ 

(SEQ ID NO: 38) 






C20 


Pancreatic 
lipase 


M35302 


490 


actcagagagcatcctcaacc 
ctg 

(SEQ ID NO: 39) 


cagaagctgtgcactgttttctc 
ct 

(SEQ ID NO: 40) 
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ID# 


Gene Name 


Accession 
Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C21 


Apolipoprote 
in Clll 


M17178 


236 


agccctggaggaagaggacc 
cct 

IScQ ID NO: 41) 


cagaggctggagttggtttgg 
cc 

(SEQ ID NO: 42) 






C22 


lnterleukin-4 


AF054833 


301 


tcacctcccaactgattccaact 
ctgg 

(SEQ ID NO: 43) 


gtcttgtttgccatgctgctgag 
gttc 

(SEQ ID NO: 44) 






C23 


Tissue 
inhibitor of 
metalloprote 
inases-1 


AF077817 


492 


cttgtgcaactcccaaatcgtca 
tea 

(SEQ ID NO: 45) 


gtgcatatccctggctctcttgg 
cag 

(SEQ ID NO: 46) 






C24 


Ubiquitin 


AB032025 


341 


gcagatttttgtaaagaccctga 
eggg 

(SEQ ID NO: 47) 


acttcttcttgcggcagttgaca 
gcac 

(SEQ ID NO: 48) 






C25 


Matrix 
metallo- 
proteinase-2 


AF095638 


260 


agcggtcagtgtgaaggaggt 

gg 

(SEQ ID NO: 49) 


tgtcccagggcacgatgaagt 
ca 

(SEQ ID NO: 50) 






C26 


lnterleukin-6 


U 12234 


493 


cctggtccagatgctaaagag 
caaggt 

m Mm— mmm ■ mmm. m\ a m^m. mm V 

(SEQ ID NO: 51) 


acctggctccgaaacatcga 
ggatatt 

(SEQ ID NO: 52) 






C27 


Vascular cell 
adhesion 
molecule 1 
(VCAM-1) 


U32086 


517 


tggaatttgaacccaaacaaa 
ggca 

(SEQ ID NO: 53) 


cccgcatcctctaactggacct 

tgt 

(SEQ ID NO: 54) 






C28 


Phenol 
sulfotrans- 
ferase 


D29807 


495 


gctcccccagaccttgttggatc 
(SEQ ID NO: 55) 


gcatcaaagcgctcattctgg 
gc 

(SEQ ID NO: 56) 






C29 


GRP94 


U01153 


503 


aatcccagacatcccctgatca 
aagac 

(SEQ ID NO: 57) 


cacttctttctgtgacccacaat 
ccca 

(SEQ ID NO: 58) 
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ID# 


Gene Name 


Accession 
Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C30 


E-selectin 


L23087 


506 


ttacacggttgctgtcactggat 
gaaa 

(SEQ ID NO: 59) 


cacccaggtgccccactattc 
atgttt 

SEQ ID NO: 60) 






C31 


gastric 
lipase 


Y13899 


501 


tgcactatcatcagagcatgcc 
tccct 

(SEQ ID NO: 61) 


tccatcctaggaccccgagat 
catgac 

(SEQ ID NO: 62) 






C32 


HSP27 


U 19368 


503 


ggaccctttccgcgactggtac 
c 

fSEQ ID NO: 63) 


tgatttctgccgactgggtggct 
(SEQ ID NO: 64) 






C33 


IL-10 


U33843 


472 


cgggtccctgctggaggacttt 
aaga 

(SEQ ID NO: 65) 


ggtatgacggggttctccaag 
cagtt 

(SEQ ID NO: 66) 






C34 


caveolin-1 


U47060 


470 


tccgaggggcacctctacacc 

gt 

(SEQ ID NO: 67) 


ttgccaacagcctcaaagaa 
egg 

(SEQ ID NO: 68) 






C35 


H-ras, p21 


U62092 


193 


accatccagctcatccagaac 
cacttc 

(SEQ ID NO: 69) 


tggcaaatacacagagaaa 
gccctccc 

(SEQ ID NO: 70) 






C36 


rab2 


M35521 


514 


agacaagaggtttcagccagt 
gcatga 

(SEQ ID NO: 71) 


gtgtgtggcattagtagcagc 
gtgctg 

(SEQ ID NO: 72) 


C37 


rab5 


M35520 


521 


aagcctagtgcttcgttttgtgaa 
aaa (SEQ ID NO: 73) 


ttggctgcgtgggttcagtaag 
atcta (SEQ ID NO: 74) 






C38 


rab7 


M35522 


508 


ccccaacacattcaaaaccct 
cgata 

(SEQ ID NO: 75) 


tgtgtgtgtcagggtgaagtgtt 

tgg 

(SEQ ID NO: 76) 







81 Serial No 09/91 1,904 

Docket No. 400742000200 

pa-674125 v2 




ID# 


Gene Name 


Accession 
Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C39 


APO CM 


M17177 


256 


ctggttctgttgcttgtcctcctgg 
ta 

(SEQ ID NO: 77) 


ggtcagtgaaaatccctgcgt 
aagtgc 

(SEQ ID NO: 78) 






C40 


endothelin-2 


X57038 


330 


ctgtccgcctctgtccccctgtt 
(SEQ ID NO: 79) 


ggagtagggacaacaccca 
gccg 

(SEQ ID NO: 80) 






C41 


FGFR2 


AF211257 


498 


tgattgttcttctgccaccaaaat 
gcc 

(SEQ ID NO: 81) 


taaatacagaacgcacaaca 
cggcgac 

(SEQ ID NO: 82) 






C42 


leptin 


AB020986 


503 


gccttaccctcagggaccttgc 
a 

(SEQ ID NO: 83) 


gcatgaacaaaacagcctcc 
gcc 

(SEQ ID NO: 84) 






C43 


prosta- 
glandin D 
synthase 


AB026988 


510 


aggtgtccctgcagcccaactt 
c 

(SEQ ID NO: 85) 


gggcggcggtcacctacttgtt 
c 

(SEQ ID NO: 86) 






C44 


paraoxo- 
nase-2 
(PON2) 


L48515 


472 


caggactccacagcttttcccc 
agata 

(SEQ ID NO: 87) 


ggtgaaatattgatcccatttgc 
tgca 

(SEQ ID NO: 88) 






C45 


beta- 
glucuroni- 
dase 


AF019759 


493 


cgccgtatgtggacgtcatctgt 

gt 

(SEQ ID NO: 89) 


agacagaggcttcagagggc 
gaacg 

(SEQ ID NO: 90) 






C46 


caveolin-2 


AF039223 


359 


ctccaggtgggcttcgaggac 

gt 

(SEQ ID NO: 91) 


tggggtccaagtgctcagtcgt 

g 

(SEQ ID NO: 92) 






C47 


matrix 
metallo- 
proteinase- 
14 


AF032025 


350 


ttcttcaaaggagacaagcact 

gggtg 

(SEQ ID NO: 93) 


tagcctggctctaccttcagctt 
ctgg 

(SEQ ID NO: 94) 
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ID# 


Gene Name 


Accession 
Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 














C48 


matrix 
metallo- 
proteinase-9 


AB006421 


471 


gattctccaagggcaagggac 

gc 

(SEQ ID NO: 95) 


tcacgtagcccacttcgtccac 
c 

(SEQ ID NO: 96) 






C49 


IL-8 


U10308 


498 


gtggcccacattgtgaaaactc 
aqaaa (SEQ ID NO: 97) 


gaccaaggcaaggttgaaa 
aqqqactc (SEQ ID NO: 
98) 


C50 


keratinocyte 
growth 
factor 


U80800 


482 


caatgacatgactccagagca 
aatggc 

(SEQ ID NO: 99) 


ttgccataggaagaaagtgg 
gctgttt 

(SEQ ID NO: 100) 






C51 


decorin 


U83141 


505 


gattgaaaatggagccttccag 
ggaat 

(SEQ ID NO: 101) 


ataatttccaagctggatggca 
gagcg 

(SEQ ID NO: 102) 






C52 


gIucose-6- 
phospha- 
tase 


U91844 


508 


ctggggatctcagctgcaggat 
tttct 

(SEQ ID NO: 103) 


atcctttcctctccttgccctctc 
etc 

(SEQ ID NO: 104) 






C53 


TGFB-1 


L34956 


489 


gacccttcctgctcctcatggcc 
(SEQ ID NO: 105) 


cttaaatacagcccggcgca 

gcg 

(SEQ ID NO: 106) 






C54 


ZAP36/ 
annexin IV 


D38223 


488 


gacacgtccttcatgttccaga 

gggtg 

(SEQ ID NO: 107) 


ccagatgtgtcacccttgatga 
aggag 

(SEQ ID NO: 108) 






C55 


N-ras 


U62093 


224 


gttggagcaggtggtgttggga 
aaag 

(SEQ ID NO: 109) 


gcaaatacacagaggaagc 
cttcgcc 

(SEQ ID NO: 110) 






wo 


U roc 

i\-ras 


uozuy4 


228 


gtagttggagctggtggcgtag 
gcaa 

(SEQ ID NO: 111) 


ggcaaatacacaaagaaag 
ccctccc 

(SEQ ID NO: 112) 






C57 


p38 MAPK 


AF003597 


506 


ctggtgacccatcttatgggag 
cagat 


tttgcaaagttcatcttcggcat 
ctgg 
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ID# 


Gene Name 


Accession 
Number 


Size of 
insert 


Left PCR primer 
sequence 


Right PCR primer 
sequence 






















(SEQ ID NO: 113) 


fSEQID NO: 114) 







Please substitute TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY, with TABLE 2 
TARGET SEQUENCES FOR CANINE ARRAY amended as follows: 



TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C1 


c-myc 


X95367 


caagaggacgaagaagaaattgatgttgtttctgtggaaaaaaggcag 

gcccctgccaaaaggtccgaatcggggtccccctctgctggaggccac 

agcaaacctcctcacagcccactggtccttaagagatgccatgtgtcca 

cccatcagcacaactacgcggcacccccctccaccaggaaggactat 

cccgccgccaagagggcgaggttggacagtggtagagtcctgaaac 

agatcagcaacaaccgcaaatgtgccagccccaggtcttcggacacg 

gaggagaatgacaagaggcgaacacacaacgtcttggagcgccag 

aggaggaacgagctgaaacggagcttctttgccctgcgtgatcagatc 

ccggagttggaaaacaatgaaaaggcccccaaggtagtgatccttaa 

aaaagccaccgcgtacatcctgtccgtccaagccgaggagcaaaag 

ctcctttccgaaaaggacttgttgcggaagcg 

(SEQ ID NO: 115) 


C2 


c-erb B-2 


AB008451 


gtgtttgatggtgacttgggaatgggggcagccaaggggctgcagagc 

cttccctcacaggaccccagccctctccagcggtacagtgaggaccct 

acggtacccttgccccctgagactgatggtaaggttgcccccctgacct 

gcagcccccagcctgaatatgtgaaccagccagaagtttggccgcag 

cccccccttgccctagaaggccctttgcctccttcccgaccggctggtgc 

cactctggaaaggcccaagactctgtcccccaagactctctcccctggc 

aagaatggggttgtcaaagacgtttttgcctttgggagtgctgtggagaat 

ccggagtacctggcaccccggggcagagctgcccctcagccccacc 

ctcctccagccttcagcccagcctttgacaacctgtattactgggaccag 

gatccatcagagcggggctctccacccagcacctttgaagggacccct 

acagcagagaacccggagtac 
(SEQ ID NO: 116) 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C3 


Catalase 


AB012918 


gacaaaatgcttcagggtcgtctttttgcctatcctgacactcaccgccac 

cgcctgggacccaactatcttcagatacctgtgaactgtcctttccgggct 

cgagtggccaactaccaacgggatggccccatgtgcatgctcgacaat 

cagggtggtgctccaaattactaccccaatagctttagtgctcctgaaca 

acagcgttgtgtcctagagcatagcagccaatgttcgccagatgtgcag 

cgcttcaacagtgccaatgaagataatgtcactcaggtgcggaccttct 

atttgaaggtacttggtgaagaggagaggaaacgcctgtgcgagaac 

attgctggccatctgaaggacgcacaacttttcatccagaagaaagcg 

gtcaagaacttcagtgatgtccaccctgactacggggcccgcattcagg 

ctcttttggacaaatacaatgctgagaaacctaagaacgcgattcacac 

ctttatgcagcatgg 

(SEQ ID NO: 117) 


C4 


p53 


AF060514 


acttttcgacacagtgtggtggtgccttatgagccacccgaggttggctct 

gactataccaccatccactacaactacatgtgtaacagttcctgcatggg 

aggcatgaaccggcggcccatcctcactatcatcaccctggaagactc 

cagtggaaacgtgctgggacgcaacagctttgaggtacgcgtttgtgcc 

tgtcccgggagagaccgccggactgaggaggagaatttccacaaga 

agggggagccttgtcctgagccaccccccgggagtaccaagcgagc 

actgcctcccagcaccagctcctctcccccgcaaaagaagaagccac 

tagatggagaatatttcacccttcagatccgtgggcgtgaacgctatgag 

atgttcaggaatctgaatgaagccttggagctgaaggatgcccagagt 

ggaaaggagccagggggaagcagggctcactccagccacctgaag 

gcaaagaaggggcaatctacctctcg 

(SEQ ID NO: 118) 


C5 


Metallothionein 2 


AB028042 


gactccagccgccccttctcgccatggatcccaactgctcctgcgccgc 

ggggggctcctgcacgtgcgccggctcctgcaaatgcaaagagtgca 

gatgcacctcctgcaagaagagctgctgctcctgctgccccgtgggctg 

tgccaagtgtgcccagggctgcatctgcaagggcgcatcggacaagt 

gcagctgctgtgcctgatgtgggggagagcctattcctgatgtaaataga 

gcgacgtgtacaaacctacagtttgtggggggttttttggtgctttttgttttg 

ggtccaactctgacccgtttgctactacattcct 

(SEQ ID NO: 119) 


C6 


lnterleukin-2 


U28141 


tcacagtaacctcaactcctgccacaatgtacaaaatgcaactcttgtctt 

gcatcgcactgacgcttgtacttgtcgcaaacagtgcacctattacttcaa 

gctctacaaaggaaacagagcaacagatggagcaattactgctggatt 

tacagttgcttttgaatggagttaataattatgagaacccccaactctcca 

ggatgctcacatttaagttttacacgcccaagaaggccacagaatttac 

acaccttcaatgtctagcagaagaactcaaaaacctggaggaagtgct 

aggtttacctcaaagcaaaaacgttcacttgacagacaccaaggaatt 

aatcagcaatatgaatgtaacacttctgaaactaaagggatctgaaac 

aagttacaactgtgaatatgatgacgagacagcaaccattacagaattt 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 

Kit iimKap 


Target Sequence 
















ctgaacaaatggattaccttttgtcaaagcatcttctcaacactgac 
rSEQ ID NO: 120) 


C7 


Metallothionein 1 


D84397 


gctctgactctccctgtggtctgcctgggacctccgtcctcgcctcgcctc 

gcctcgcctcgcctcgcctgggctcgagatggaccccgactgctcctgc 

tccaccggtggctcctgcacgtgcgctggctcctgcaaatgcaaggagt 

gcaaatgcacctcctgcaagaagagttgctgctcctgctgccccgtggg 

ctgtgccaagtgtgcccagggctgcatctgcaagggtgcgtcggacaa 

gtgcagctgctgtgcctgatgtgtgagaacacctgttcctgatgtatatag 

agcaagcaacatgtacaaacctgcagttttaaagcatttttttcatatcact 

ctgacttgttttctacattcccgtttg 

fSEQ ID NO: 121) 


C8 


Intercellular adhesion 
molecule-1 


L31625 


caagtcagagctggaatttcccattccattggctaagctgctttcctccag 

aggaggactggcaatggtgatacagtttagttggcgacatgcccaggg 

acaacccactgagccccatactcctccccgtcactgacactgacctctg 

ttagccgtctctctccccatacgcatctctgctagtgctcacgatgacatcg 

ctgcatgcctgaacacgaatgaccactcactggcagctaaactgtgga 

gtcccatgaaactgcccaacccctatgtgtccctgcctggtcctgtttccat 

ctcggtggcaccatacaaggacacagcactctggcagcccaaattcct 

gcagagacgagggccctgcaggcagttggcagaagaggccggcga 

ggattcctgtcccagctccggaagcttctctcttgtagtaataaagcttgtct 

gtgggcgcttgtcttgtgtgagtggaggggaggtgtcatgtccagttggg 

agttctttcca 

(SEQ ID NO: 122) 


C9 


Multidrug resistant 
protein-1 


AF045016 


ggcaaagagataaagcacctgaatgtccagtggctccgagcacacct 

gggcatcgtgtctcaggagcccatcctgtttgactgcagcattgccgaga 

acattgcctatggagacaacagccgggtcgtatcacatgaagagattat 

gcaggcagccaaggaggccaacatacaccacttcatcgagacactc 

cctgagaaatacaacaccagagtaggagacaaaggaacccagctct 

ctggtggccagaaacagcgcattgccatagctcgcgctcttgttagaca 

gcctcatattugcttttggatgaagciacatcagciciggaiacagaaagi 

gaaaaggttgtccaagaagccctggacaaagccagagaaggccgc 

acctgcattgtgatcgcccaccgcttgtccaccatccagaatgcagattt 

aatagtggtgtttcagaatggcaaagtcaaggagcatggcacacatca 

acagctgctggctcagaaaggcatctat 

(SEQ ID NO: 123) 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C10 


Beta-actin 


AF021873 


aagtattctgtgtggatcggaggctccatcctggcctcgctgtccaccttc 
cagcagatgtggatcagcaagcaggagtacgacgagtcgggcccct 
ccatcgtccatcgcaaatgcttctagatcgactgcgagcagatgcgtag 
catttgctgcatgagtgaattccgaagtataaattggccctggcaaatgg 
ctagcctcatgaaactggaataagcgctttgaaaagaaatttgtccttga 
agctngtatctgatatatcagcantggattgtagaacttgttgctgatcttg 

11 i m _____ _ . J-J- _ _______ ^ A. * *. | || , , 1 ■ 1 „ 1 III _-_ W _~l _n_ _n_ _r_i _n_ 4- _n_ 1 1 _n_ _n_ 

acnttgtatccaagttaactgttcccttggtatatgtttaataccgcctattcc 

aggattctctagaggctggcaagagtctgaaccagttgtcatttctgtcttg 

ccggtctaacagggttgggaaggtccgagccttaggacccactttcctgt 

cttacccaatgttttcctgccagaacaccgtgggtggttaattgccttgaa 

gttg 

(SEQ ID NO: 124) 


C11 


Tumor necrosis factor- 
alpha 


S74068 


caaattgcctccaactaatcagccctcttgcccagacagtcaaatcatct 

tctcgaaccccaagtgacaagccagtagctcatgttgtagcaaacccc 

gaagctgaggggcagctccagtggctgagccgacgtgccaatgacct 

cctggccaatgacgtggagctgacagacaaccagctgatagtgccgtc 

agatgggttgtacctcgatagctcccaggtcctcttcaagggccaaggg 

tgcccttccacccatgtgctcctcacccacaccatcagccgcttcgccgt 

ctcctaccagacaaaggtcaacctactctctgccatcaagagcccttgc 

caaagggagaccccagaggggaccgaggccaagccctggtacga 

gcccatctacctgggaggggtcttccaactggagaagggtgatcgact 

cagcgctgagatcaatctgcctaactatctggactttgccgagtctgggc 

aggtctactttgggatcattgccctgt 

(SEQ ID NO: 125) 


C12 


Nitric oxide synthase-1 , 
inducible 


AF077821 


gtccttgcatcctcattggacctggcacaggcatcgcccccttccgcagtt 

tctggcagcagcggctccatgacatcaagcacaaagggctccggggc 

agccgcatgaccctggtgtttgggtgccgccgcccagatgaggaccac 

ctgtatcgggaggagatgttggagatggcccagagtggggtgctgcat 

gaggtgcacacagcctattctcgcctgcctggccagcccaaggtctatg 

ttcaagacatcctgcggcagcagctggccagccaggtgctccgcatgc 

tccatgaggagcagggccacctttatgtctgtggggatgtgcgtatggcc 

cgggatgtggcccataccctgaagcacctggtggctgccaagctgagc 

ctgagtgaagagcaagttgaggactattttttccagcttaagagccaga 

agcgctatcatgaagatatctttggtgctgtgtttccctatgaggtgaaaa 

aagatggtgcagcaaaacagc 

(SEQ ID NO: 126) 


C13 


BRCA1 


U50709 


tttctgggtattgcaggaggaaaatgggtagttagctatttctgggtaacc 

cagtctattaaagaaagaaagatactagatgagcatgattttgaagtca 

gaggagatgttgtgaatggaagaaatcaccagggtccgaagcgagc 

aagagaatcccaggacagagaatcccaagacagaaagatcttcagg 

ggcctagaaatctgttgctatggaccctttaccaacatgcccacagatca 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 
















attagagtggatggtgcacctctgtggggcttctgtggtgaaggagccttc 

gttattcaccctcagcaagggcactcatccagtggtagtcgtgcagccg 

gacgcctggacagaggacagtggcttccatgcgattgggcagatgtgt 

jaggcacctgtggtgacccgagagtgggtactggacagtgtagccctc 

:accagtgccaggagctggacacctacctgatcccgcagattcccaga 

actgctgcagact 

(SEQ ID NO: 127) 


C14 


Metallothionein-IV 


AB028041 


ctgtgacagcattggagcttcttggacacctggacatggaccccgggg 

aatgcacctgcatgtctggaggaatctgtatctgtggagacaattgcaaa 

tgtacaacctgcaactgtaaaacatgtcgaaaaagctgctgtccttgctg 

cccccccggctgtgccaagtgtgcccagggctgcatctgcaaaggag 

gctcggacaagtgcagctgctgtgcctgaaccgcatccgtggtgctggg 

gctggcgggggcgggggttgtggatgccacagccccggaaatgtctgt 

acagtgcattagttgagaaactgaaattattgtaccataggttatgcttttta 

tatatttgctcagaggtggtggtggtgacactcatgtaaa 

(SEQ ID NO: 128) 


C15 


Tumor necrosis factor 
receptor 


AF013955 


ggctctgttgttggaaatataccccataagcgttactgcacttgttcctcac 

ccccggaacagggtgaagagagctattctgtgtccccagggaaaatat 

attcaccctcaagacgattccatttgctgtacgaagtgccacaaaggga 

cctacctgtacaatgactgtccaggcccagggctggacacagactgca 

gggaatgtgaaaacggaacttttacagcttcagagaaccacctcagac 

aatgtcttagctgctccaaatgccgaaaagaaatgaaccaggtggaga 

tttctccttgtactgtgtaccgggacacggtgtgtggctgcaggaagaac 

cagtaccggttttattggagtgaaacccttttccagtgcaataactgcagc 

ctctgcctcaatggcacggtgcagatctcctgccaagagaagcagaac 

accatatgcacctgccacgcggggttctttctaagagagcatgaatgcg 

tctcttgtgtgaactg 

(SEQ ID NO: 129) 


C16 


c-kit 


AF099030 


gagacttggctgctagaaatatcctccttactcatggtcgaatcacaaag 

atttgtgattttggtctagccagagacatcaagaatgattctaattatgtggt 

caaaggaaacgctcggctacctgtgaagtggatggcccctgagagca 

ttttcaactgtgtgtacacatttgaaagtgatgtctggtcctatgggatttttct 

gtgggagctcttctctttaggaagcagcccctaccctgggatgccagtcg 

attcaaagttctacaagatgatcaaggaaggcttccggatgctcagccc 

tgagcatgcacctgctgaaatgtatgacatcatgaagacgtgctgggat 

gctgatcccctgaaaaggccgacgtccaagcagatcgtgcagctaatt 

gagaagcagatttcagatagcaccaatcatatttattccaacctcgcga 

actgcagccccaacccagagcgccccgtggtggaccattccgtgcgg 

atcaatt (SEQ ID NO: 130) 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C17 


CD40 ligand 


AF086711 


ccaatttgaagcctttctcaaggagataatgctaaacaacgaaatgaag 

aaagaagaaaacattgcaatgcaaaaaggtgatcaggatcctcgaat 

tgcagcccatgtcataagtgaggctagtagtaacccagcgtccgttctgc 

ggtgggcgccaaaagggtactacaccataagcagcaacctggtgag 

cctcgagaatgggaaacagttggccgtgaaaagacaaggactctatta 

cgtctatgcccaagtcaccttctgctccaatcgggcagcttcgagtcaag 

ctccgttcgtcgccagcctatgcctccattccccgagtggaacggagag 

agtcttactccgcgccgcgagctcccgcggctcgtccaaaccttgcggc 

caacagtccatccacttgggaggagtatttgaattgcatccaggtgcttc 

ggtgttcgtcaacgtgactgatccaagccaagtgagccacgggaccg 

gcttcacgtcttttggcttactc 

(SEQ ID NO: 131) 


C18 


Cubilin 


AF1 37068 


tgaatgcacacatgacttcttggaggtaagaaatggaagtgatagcagt 

tcaccattatttggcacatactgtggaactctgttgccagatcctatcttctct 

cgaaacaacaaactatacctacggtttaagaccgatagcgcaacttcc 

aatcgtgggtatgaaattgtctggacctcatcaccctctggctgtggtgga 

accctttatggagacagtggttccttcaccagccccggctatcccggcac 

ttaccccaacaacactgactgtgaatgggccatcatcgctcctgctgga 

agacctgtcaccgtcaccttttactttatcagcatcgatgatcccggagac 

tgtgtccagaactatctcatactctacgatggaccggatgctaattctccat 

cctttggaccatactgtggggcagacaccaacatagctccctttgtggcc 

tcttcacatcgtgtcttcataaaatttcacgcagagtatgcagtgtatccat 

ca 

(SEQ ID NO: 132) 


C19 


Alkaline phosphatase 


AF149417 


cagatgtggagtatgagatggacgagaagtccaggggcacgaggct 

ggatggcctgaacctcatcgacatctggaagaacttcaaaccgagac 

acaagcactctcactacgtctggaaccgcacggaactcctggccctcg 

acccctacaccgtggactacctcttgggtctctttgagccgggggacatg 

cagtacgagctgaacaggaacaacgtgactgacccgtcactctccga 

gatggtggaaatagccatcaagattctgagcaagaaccccagaggctt 

cttcttgctggtggaaggaggcaggattgaccacgggcatcacgaggg 

caaggccaagcaggcgctgcacgaggcagtggagatggaccgggc 

aattgggaaggcaggcgtcatgacctccttggaagacacgctgaccgt 

cgtcactgcggaccactcccacgtcttcacctttggcgggtacaccccc 

cggggcaactctatctttggtct 

(SEQ ID NO: 133) 


C20 


Pancreatic lipase 


M35302 


actcagagagcatcctcaaccctgatggatttgcttcctacccctgtgctt 

cctacagggcctttgaatctaacaagtgcttcccctgcccagatcaagg 

gtgcccacagatgggtcactatgctgataaatttgctgtcaagacaagtg 

atgagacacagaaatacttcctgaacaccggagattccagcaattttgc 

tcgctggagatacggggtttctataacattgtctgggaaaagagccactg 
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ID# 


Gene Name 


Accession 
Number 


Target Sequence 
















gtcaggctaaagngctngtuggaagtaagggaaatactcatcaanca 

atatcttcaaggggattctcaaaccaggctctactcattccaatgagtttg 

atgcaaagcttgatgttggaacaattgagaaagtcaagtttctttggaata 

acaacgtggtaaacccaacctttcccaaagtgggtgcagccaagatca 

ccgtgcaaaagggagaggagaaaacagtgcacagcttctg 

(SEQ ID NO: 134) 


C21 


Apolipoprotein Clll 


M17178 


agccctggaggaagaggacccctccctcctgggccttatgcagggtta 
catgcagcacgccaccaagacggcccaggacacgctgaccagcgtt 
caggagtcccaggtggcgcagcgggccaggggctggatgaccgata 
gcttcagttccctgaaagactactgcagcacgtttaagggcaagttcact 
gggttctgggattcagcctctgaggccaaaccaactccagcctctg 

(SEQ ID NO: 135) 


C22 


lnterleukin-4 


AF054833 


tcacctcccaactgattccaactctggtctgcttactagcactcaccagca 
cctttgtccacggacataacttcaatattactattaaagagatcatcaaaa 
tgttgaacatcctcacagcgagaaacgactcgtgcatggagctgactgt 
caaggacgtcttcactgctccaaagaacacaagcgataaggaaatctt 
ctgcagagctgctactgtactgcggcagatctatacacacaactgctcc 
aacagatatctcagaggactctacaggaacctcagcagcatggcaaa 
caagac 

(SEQ ID NO: 136) 


C23 


Tissue inhibitor of 
metalloproteinases-1 


AF077817 


cttgtgcaactcccaaatcgtcatcagggccaagttcgtggggaccgca 

gaagtcaaccagaccgacttaaaccggcgttatgagatcaagatgac 

caagatgttcaagggtttcagcgccttggggaatgcctcggacatccgc 

ttcgtcgacacccccgccctggaaagcgtctgcggatacttgcacaggt 

cccagaaccgcagcgaggagtttctggtcgccggaaacctgcgggac 

ggacacttgcagatcaacacctgcagtttcgtggccccgtggagcagc 

ctgagtaccgctcagcgccggggcticaccaagaccTaigcigciggct 

gtgaggggtgcacagtgtttacctgttcatccatcccctgcaaactgcag 

agtgacactcactgcttgtggacggaccacttcctcacaggctctgaca 

agggtttccagagccgccacctggcctgcctgccaagagagccaggg 

atatgcac 

(SEQ ID NO: 137) 


C24 


Ubiquitin 


AB032025 


gcagatttttgtaaagaccctgacgggcaaaactatcacccttgaggtc 

gagcccagtgacaccattgaaaatgtcaaagccaaaatccaagaca 

aggagggcatcccgcctgaccagcagcgtctgatttttgcgggcaaac 

agctagaagatggccgaactctgtcagactacaatatccagaaagagt 

ccaccttgcacttggtgcttcgcctgcgaggtggcatcattgagccttcac 

tccgccagctggcccagaaatacaactgcgacaagatgatctgccgc 

aagtgttatgctcgcctgcacccccgtgctgtcaactgccgcaagaaga 
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TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 



ID# 



Gene Name 



Accession 
Number 



Target Sequence 



agt 

{SEQ ID NO: 138) 



C25 



Matrix metalloproteinase- 
2 



AF095638 



agcggtcagtgtgaaggaggtggactctgggaatgacatctacggca 

accccatcaagcggattcagtatgagatcaagcagataaagatgttca 

aaggaccagacaaggacatagagtttatctacacggctccttcctccgc 

cgtatgcggggtctccctggacatcggaggaaagaaggagtatctcatt 

gcgggaaaggccgaggggaacggcaagatgcacatcacccttlgtg 

acttcatcgtgccctgggaca 

SEQ ID NO: 139) 



C26 



lnterleukin-6 



U 12234 



cctggtccagatgctaaagagcaaggtaaagaatcaggatgaagtga 
ccactcctgacccaaccacagacgccagcctgcaggctatcttgcagt 
cgcaggatgagtgcgtgaagcacacaacaattcacctcatcctgcgga 
gtctggaggatttcctgcagttcagtctgagggctgttcggataatgtagc 
ctgggcatctaagattgctgtagttcatgggcattcctttctccagtcagaa 
acctgtgcagtgggcacaaaacttatgttgttctctgtgaggaactaaaa 
gtatgagcgttaggacactattttaattatttttaatttattgatatttaaatatg 
gatatggagttaatttatataagtaatagatatttatattttttatgaagtgcc 
acttgaaatattttatgtattcattttgaaaaagttaacgtaaaatgctatgc 
ggcttgaatatcctcgatgtttcggagccaggt 

SEQ ID NO: 140) 



C27 



Vascular cell adhesion 
molecule 1 (VCAM-1) 



C28 



Phenol sulfotransferase 



U32086 



tggaatttgaacccaaacaaaggcagagtacacagacactttatgttaa 

tgttgcccccagggatacaaccgtcgtggtcagcccctcctccatcgtgg 

aggaaggtagtcctgtgaacatgacctgctctagcgatggccttccagc 

tccgaacatcctgtggagcaggcggctaagtaatgggcgcctgcagtc 

tctttctgaggatccaattctcaccttaacttctgcaaaaatggaagattct 

ggtatttatgtgtgtgaagggattaaccaggctggaataagcagaaaag 

aagtagaattaattatccaagttgctccgaaagacatacagctlatagctt 

ttccttctgagagtgtcaaggaaggagacactgtcattatctcctgtacat 

gtggaaatgttccaaaaacttggataatcctgaagaaaaaagcagag 

acgggagacacagtgctaaagtccagagatggtgcatataccatcca 

caaggtccagttagaggatgcggg 

(SEQ ID NO: 141) 



D29807 



gctcccccagaccttgttggatcagaaggtcaaggtggtctacgtcgcc 

cgcaacgcaaaagatgtagctgtctcctattaccacttctaccgcatggc 

caaggtgcaccctgaccctgacacctgggacagcttcctggagaagtt 

catggctggggaagtgtcctatgggtcctggtatcagcatgtgcaggaat 

ggtgggagctgagtcacactcaccctgttctctacctcttctatgaggaca 

tgaaagagaaccccaaaagggagattcagaagatcctgaagtttgtg 

ggqcgctccctgccagaggagactgtggatctcattgtccagcacacgt 
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ID# 


Gene Name 


Accession 
Number 


Target Sequence 














< 
< 


stttcaaggagatgaagaacaactccatggctaactacaccaccttatct 
xtgacatcatggaccacagcatttctgccttcatgaggaaaggcatctc 
gggggactggaagaccaccttcactgtggcccagaatgagcgctttga 

gc 

(SEQ ID NO: 142) 


C29 


GRP94 


U01153 


aatcccagacatcccctgatcaaagacatgctgcgacgagttaagga 

agatgaagatgacaaaacggtatcggatcttgctgtggttttgtttgagac 

agcaacgctgagatcaggctatctgctaccagacactaaagcatatgg 

agatcgaatagaaagaatgcttcgcctcagtttaaacattgaccctgatg 

caaaggtggaagaagaaccagaagaagaacccgaagagacaacc 

gaggacaccacagaagacacagagcaggacgatgaagaagaaat 

ggatgcaggaacagacgacgaagaacaagaaacagtaaagaaat 

ctacagctgaaaaagatgaattataaatlatactctcaccatttggaacct 

gtgtggagagggaatgtgaaatttaagtcatttctttcgagagagacttgtt 

tggatgctccccgcagcccccttctcccctgcactgtaaaatgttgggat 

tgtgggtcacagaaagaagtg 

(SEQ ID NO: 143) 


C30 


E-selectin 


L23087 


ttacacggttgctgtcactggatgaaataattgccaaggagtttagggga 

aacaacttggtcaaagtattctatcaccaacatgcaaaaaaatattttaa 

atgcccacaggcgagtacatggggaaatcctgcttaatactttgtgcaa 

ggattgctaaacacagtcctaatccctttlacccctgtgggattcagtgcat 

tttaaagtgttcttagagattttaaagtgttcttttatttgcattggctaaagtac 

aattttccctaattcttaattcagtgtaagtgtttagagactttaaaatatatg 

catgttagagctatgatagggtaaaagttacttatcagggatctttgtttatg 

aagggactctaatgttatatctgtagtaaattcattttaaaaggggcaaat 

gctgtccccagtattacgtgaatcagtgtaaagttgtgaatgtttttactata 

gttgcttttaaaaacatgaatagtggggcacctgggtg 

(SEQ ID NO: 144) 


C31 


gastric lipase 


Y13899 


tgcactatcatcagagcatgcctccctactacaacctgacagacatgca 

tgtgccaatcgcagtgtggaacggtggcaacgacttgctggccgaccct 

cacgatgttgaccttttgctttccaagctccccaatctcatttaccacagga 

agattcctccttacaatcacttggactttatctgggccatggatgcccctca 

agcggtttacaatgaaattgtttccatgatgggaacagataataagtagtt 

crtagatttaaggaattattcttttattgnccaaaatacgncncicicacacg 

tggttttctatcatgtttgagacacggtgattgttcccatggttttgatttcaga 

aatgtgtlagcatcaacaatctttccattggtaatttttgaatttaaaatgattt 

ttaaatttggggcatctgggtggctcagtcggctaagtcgtctgccttcgg 

cttaagtcatgatctcggggtcctaggatgga 

(SEQ ID NO: 145) 
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C32 


HSP27 


U 19368 


ggaccctttccgcgactggtacccggcccacagccgcctcttcgacca 

ggccttcgggctgccccggctgccggaggagtgggcgcagtggttcgg 

ccacagcggctggccgggctacgtgcgcccgatcccccccgcggtcg 

agggccccgccgcggccgccgcggccgccgcgcccgcctacagcc 

gcgcgctcagccggcagctcagcagcggcgtgtcggagatccggca 

gacggccgaccgctggcgcgtgtccctggacgtcaaccacttcgcccc 

cgaggagctgacggtcaagacgaaggacggcgtggtggagataact 

ggcaagcacgaagagaggcaggatgagcatggctacatctcccgcc 

gcctcactcccaaatacaccctgccccctggtgtggatcctaccctggtc 

tcctcctccctgtcccctgagggcactctcacggtggaggctcccatgcc 

caagccagccacccagtcggcagaaatca 

(SEQ ID NO: 146) 


C33 


IL-10 


U33843 


cgggtccctgctggaggactttaagagttacctgggttgccaagccctgt 

cggagatgatccagttttacttggaggaggtgatgccccgggctgagaa 

ccacgacccagacatcaagaaccacgtgaactccctgggagagaag 

ctcaagaccctcaggctgagactgaggctgcgacgctgtcaccgatttc 

ttccctgtgagaataagagcaaggcggtggagcaggtgaagagcgc 

atttagtaagctccaggagaaaggtgtctacaaagccatgagtgagttt 

gacatcttcatcaactacatagaaacctacatgacaatgaggatgaaa 

atctgaaacgtgctggagaacaaaacacccaggatggcaactcttctc 

gactctaggacatgaattggagatctgcaaaataccatcccgagatgta 

ggagagccgaccaactgcttggagaaccccgtcatacc 

(SEQ ID NO: 147) 


C34 


caveolin-1 


U47060 


tccgaggggcacctctacaccgttcccatccgggagcagggcaacat 
ctacaagcccaacaacaaggccatggcggaggagatgagcgagaa 
gcaggtgtacgacgcgcacaccaaggaaatcgacctggtcaaccgc 
gaccccaagcatctcaacgacgacgtggtcaagattgattttgaagatg 
tgattgcagaaccagaaggaacacacagttttgatggcatctggaagg 
ccagcttcaccaccttcactgtgacaaaatactggttttaccgcttgctgtc 
tgccctctttggcatcccaatggcactcatatggggcatttactttgccattc 
tttctttcctgcacatctgggcagttgtgccgtgcattaagagtttcctgattg 
agattcagtgcatcagccgtgtctattccatctacgtccacaccttctgtga 
cccgttctttgaggctgttggcaa 

(SEQ ID NO: 148) 


C35 


H-ras, p21 


U62092 


accatccagctcatccagaaccacttcgtggatgagtacgaccccacc 
atcgaggactcctatcggaagcaagtggtcattgacggggagacgtgc 
ctgctggacatcctggacacagcgggccaggaggagtacagcgccat 
gcgggaccagtacatgcgcacgggggagggctttctctgtgtatttgcc 
a (SEQ ID NO: 149) 
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C36 


rab2 


M35521 


agacaagaggtttcagccagtgcatgacctgactatcggtgtagagtttg 

gtgctcgaatgataactattgatgggaaacagataaaacttcagatatg 

ggatacggcagggcaagagtcctttcgttccatcacaaggtcatattac 

agaggtgcagcaggggctttactagtgtatgatattacaaggagagata 

cattcaaccacttgacaacctggttagaagatgcccgccagcattccaa 

ttccaacatggtcattatgcttattggaaataaaagtgatttagaatcaag 

aagagaagtaaaaaaagaagaaggtgaagcttttgcacgagaacat 

ggacttatcttcatggaaacttctgctaagactgcttccaatgtagaagag 

ijcatttattaatacagcaaaagaaatttatgagaaaatccaagaagga 

gtctttgacattaataatgaggcaaacggcattaaaattggccctcagca 

cgctgctactaatgccacacac 

(SEQ ID NO: 150) 


C37 


rab5 


M35520 


aagcctagtgcttcgttttgtgaagggccaatttcatgaatttcaagagag 

taccataggggctgcttttctaacccaaactgtgtgtcttgatgatacaac 

agtaaagtttgaaatatgggatacagctggtcaagaacgataccatag 

cttagcaccaatgtactacagaggagcacaagcagccatagttgtatat 

gatatcacaaatgaggagtcctttgccagagccaaaaactgggttaaa 

gaacttcagaggcaagccagtcctaacattgtaatagctttatcaggaa 

acaaggctgatcttgcaaataaaagagctgtcgatttccaggaagcac 

agtcctatgcagatgacaacagtttattattcatggagacatcagctaaa 

acatcgatgaacgtaaatgaaatattcatggcaatagctaaaaagttgc 

caaagaacgaaccacagaatccaggagcaaattctgccagaggaa 

gaggagtagaccttactgaacccacgcagccaa 

(SEQ ID NO: 151) 


C38 


rab7 


M35522 


ccccaacacattcaaaaccctcgatagctggagagatgagtttctcatc 

caggccagtccccgggatcctgaaaacttccctttcgttgtgttgggaaa 

caagattgacctcgaaaacagacaagtggccacaaagcgggcaca 

ggcctggtgctacagcaaaaacaacattccctacttcgagaccagtgc 

caaggaggccatcaatgtggagcaggcgttccagacgattgcaagga 

atgcacttaaacaggaaacagaggtggagctgtacaatgaattccctg 

aacccatcaaactggacaagaacgaccgggccaagacctcagcgg 

aaagctgcagttgctgaaggggcagtgagagcagagcacagagtcct 

tcacaaacaaagaacacacttaggccttccaacacgagcccccttcttc 

tcttccaaacaaaacataaagtcatctctcgaatccagctgccaaaaga 

ccctaccaaacacttcaccctgacacacaca 

(SEQ ID NO: 152) 


C39 


APOCII 


M17177 


ctggttctgttgctlgtcctcctggtattgggatttgaggtccagggggccc 

atgagtcccagcaagatgaaaccaccagctccgccctgctcacccag 

atgcaggaatcactctacagttactggggcacagccagatcggctgcc 

gaggacctgtacaagaaggcatacccaactaccatggatgagaaaat 

cagggacatatacagcaaaagcacagcagctgtgagcacttacgca 
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gggattttcactgacc 
(SEQ ID NO: 153) 


C40 


endothelin-2 


X57038 


ctgtccgcctctgtccccctgttgcgcacgcaggcaagggccaggtggc 

cgctgccccggagcatccagcaccctcagcccgggcccgaggctccc 

acctgcggcctcggcgttgctcctgcagctcctggctcgacaaggagtg 

cgtctacttctgccacctggacatcatctgggtgaacactcccgggtgag 

ctcccgcggggacccaggcggggctgctagaggcggggcaggggg 

tggggaacctgtagctagcacagctctccctgggcctccagacggatc 

gctgagctgacatgaagagcggctgggtgttgtccctactcc 

(SEQ ID NO: 154) 


C41 


FGFR2 


AF2 11257 


tgattgttcttctgccaccaaaatgccagtagtaaacaaacccatcgata 

ggaaagtattttgttttgctgtgcagctctgtcattgggcccatggagcgcg 

gaactggacttcccaagacaaatggtaccagcgttctcttaaaaagatg 

ccttaatccattcctcgagggtggaccttagttgagatgatagcagactgt 

actcccctccggcagctggccttctgccctgagttgcacgttaatcagatt 

agcctgtattctcttcagtggattttgataatggcttccagattcattggcgtt 

agggaagccttttagaatcttcacgtgtcatcgtcgaaattgaaacactg 

agttgttctgctgatggttttggagatacttccatctttttaagggtttgcttctg 

tctaattctggcaggacctcaccaaaagatcgggcctcgtaccaacgtc 

agacacgatgtcgccgtgttgtgcgttctgtattta 

(SEQ ID NO: 155) 


C42 


leptin 


AB020986 


gccttaccctcagggaccttgcattccagatggtaaaaatgccacacac 

cagtatgcaaaggctggcctcgcaccatggcaactgagcagctgaac 

cagcgcactcctcagcaggcggaaatgctgaactgagaatgtcagtg 

ctcaggggcccacaggctaaccctgctcccacttcgtagcatttttgctttt 

cagggcacggcagcatttattactgtgtagccacatccctctgaagcag 

cagcatagctgacaatttaaaaataagaactaagaacatacctaagac 

cataacggcagacaagtagcagggccgagactagagttcaggacct 

ctgactcccagagtgtcccgggagccaggtaatgctccctggaggtgc 

aaatagggttgggcaggggagaccagaagtgcttacagggagagag 

gacttggaggtgattttgcaggaggtgagggatgtgaattgcctgaatgg 

cggaggctgttttgttcatgc 

SEQ ID NO: 156) 


C43 


prostaglandin D synthase 


AB026988 

( 


aggtgtccctgcagcccaacttccaacaggataagttcctggggcgctg 

gttcacctcgggcctcgcctccaactcgagctggttccgggagaagaa 

gaacgtgctgtccatgtgtatgtcagtggtggccccgaccgcagacgg 

aggcctcaacctcacctccaccttcctcaggaaagaccagtgtgagac 

tcgaaccctgctcctacggccggcgggaaccccgggctgctacagcta 

:acgagtccccactggggcagtacccacgacgtgtgggtqqtaqcca 
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ccaactacgaggagtacgcgcttctctacaccgcaggcagcaaaggc 

ctcggccaggacttccacatggccactctctacagccgcacccagacc 

ccaaaggccgagataaaggagaaattcagcacctttgccaagaccc 

agggcttcacagaggatgccattgtcttcctgccacagactgataaatg 

catggaggagaacaagtaggtgaccgccgccc 

fSEQ ID NO: 157) 


C44 


paraoxonase2 (PON2) 


L48515 


caggactccacagcttttccccagataagcctggagggatattaatgat 

ggatctaaaaaaggaaaacccgagggcactggaattaagaatcagc 

cgtgggttcaatttggcttcgttcaatccacatggtatcagcaccttcatag 

acagcgacgacacagtttatctctttgttgtaaaccatccagaattcaag 

aatacagtggaaatttttaaatttgaagaagaagaaaattctcttctgcat 

ctaaaaacaatcaaacatgaacttcttccaagtgtgaatgatatcatagc 

tgttggaccagcacatttctatgccaccaatgaccactatttctctgatcctt 

tcttaaagtatttggaaacatacttgaacttacactgggcaaatgttgttta 

ctacagtccagatgaagttaaagtggtagcagaagggtttgatgcagc 

aaatgggatcaatatttcacc 

fSEQ ID NO: 158) 


C45 


beta-glucuronidase 


AF019759 


cgccgtatgtggacgtcatctgtgtcaacagttactactcttggtatcacg 

actatgggcacatggaggtgattcagctgcagctggccaccgagtttga 

gaactggtataggacctaccagaaaccaataatccagagcgagtacg 

gggcagagacaattgcaggcttccaccaggatccacctctgatgttcag 

tgaggagtaccagaaaggtctgctcgagcagtatcacttggtgctggat 

cagaaacgcaaagaatatgtggttggagagctcatctggaattttgctg 

attttatgactgaccagtcaccacagagagcagtagggaacagaaag 

ggcatcttcactcgccagagacaacccaaagcggcggccttccttttgc 

gagagaggtactggaaacttgccaatgaaaccgggcaccaccggtc 

cgcggccaagtcccagtgtttggaaaacagcccgttcgccctctgaag 

cctctgtct 

(SEQ ID NO: 159) 


C46 


caveolin-2 


AF039223 


ctccaggtgggcttcgaggacgtgatcgcggacgccgtgtctacgcact 

cctttgacaaagtgtggatttgcagccatgccctgtttgaggtcagcaagt 

acgtgatctacaagttcctgacgttgctcctggcgatgcccatggccttcg 

cggcaggggnctcucgccacccicagcigccigu^ 

atgcctttcgtgaagacctgcctcatggtcctgccttcggtgcagaccata 

tggaagagtgtaacagatgctgtcattgccccgttgtgttcaagtgtagg 

acgcagcttctcttctgtcagcttgcaagtgagtcacgactgagcacttgg 

acccca 

(SEQ ID NO: 160) 



pa-674125 v2 



Serial No 09/911,904 
Docket No. 400742000200 




TABLE 2 TARGET SEQUENCES FOR CANINE ARRAY 


ID# 


Gene Name 


Accession 
Number 


Target Sequence 










C47 


matrix metalloproteinase- 
14 


AF032025 


ttcttcaaaggagacaagcactgggtgtttgatgaagcttctctggaacct 

ggctaccccaagcacatcaaggagctgggccgaggactgcctactga 

caaaatcgatgctgctctcttctggatgcccaatggaaagacctacttctt 

ccggggaaacaagtattaccgtttcaacgaggaactcagggcagtgg 

acagcgagtaccccaaaaacatcaaggtctgggaaggaatccctga 

gtctcccagagggtcattcatgggcagtgatgaagtcttcacttacttcta 

caaggggaacaaatactggaaattcaacaaccagaagctgaaggta 

gagccaggcta 

(SEQ ID NO: 161) 


C48 


matrix metalloproteinase- 
9 


AB006421 


gattctccaagggcaagggacgccgggtgcagggccccttcttatcac 

cgagcacgtggcctgcgctgccccgcaagctggactccgcctttgagg 

acgggctcaccaagaagactttcttcttctctgggcgccaagtgtgggtg 

tacacaggcacgtcggtggtaggcccgaggcgtctggacaagctggg 

cctgggcccggaggttacccaagtcaccggcgccctcccgcaagcgg 

ggggtaaggtgctgctgttcagcaggcagcgcttctggagtttcgacgtg 

aagacgcagaccgtggatcccaggagcgccggctcggtggaacag 

atgtaccccggggtgcccttgaacacgcatgacatcttccagtaccaag 

agaaagcctacttctgccaggaccgcttctactggcgtgtgaattctcgg 

aatgaggtgaaccaggtggacgaagtgggctacgtga 

(SEQ ID NO: 162) 


C49 


IL-8 


U 10308 


gtggcccacattgtgaaaactcagaaatcattgtaaagcttttcaatgga 

aatgaggtgtgcctggaccccaaggaaaaatgggtacaaaaggttgt 

gcagatatttctaaagaaggctgagaaacaagatccgtgaaacaaca 

aacacattctctgtggtttccaagaattcctcaggaaagatgccaatgag 

acttcaaaaaaatctatttcagtacttcatgtcccgtgtagacctggtgtag 

gattgccagataaaaatacagtatgcccagttagatttgaatattaagta 

aaacaatgaatagtttttttctaaagtctcatatatgttgccctattcaatgtct 

aggcacacttacattaaacatattattcattgtttgctgtaaattcaaatgta 

gctggaaatcctggatatattttgttgttgttacatctttccacctcacctaca 

ggccaggatgcatgagtcccttttcaacctlgccttggtc 

(SEQ ID NO: 163) 


C50 


keratinocyte growth 
factor 


U80800 


caatgacatgactccagagcaaatggctacaaatgtgaactgttccag 

ccctgagcgacatacaagaagttatgattacatggaaggaggggatat 

aagagtgagaagactcttctgtcgaacacagtggtatctgaggangai 

aaacgaggcaaagtcaaagggacccaagagatgaagaacagttac 

aatatcatggaaatcaggacagtggcagttggaatagtggcaatcaaa 

ggggtggaaagtgaatattatcttgcaatgaataaggaaggaaagctct 

atgcaaagaaagaatgcaatgaagattgcaacttcaaagaattaattct 

ggaaaaccattacaacacatatgcatcagctaaatggacacacagcg 

gaggagaaatgtttgttgctttaaatcaaaagggggttcctgtaaggggg 

aaaaaaacqaagaaagaacaaaaaacagcccactttcttcctatggc 
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aa 

(SEQ ID NO: 164) 


C51 


decorin 


U83141 


gattgaaaatggagccttccagggaatgaagaagctctcctatatccgc 

attgctgataccaatataactaccatccctcaaggtcttcctccttcccttac 

tgaattacatcttgaaggcaacaaaatcaccaaggttgatgcatctagc 

ctgaaaggactgaataatttggctaagttgggactgagttttaacagcat 

ctccgctgttgacaatggcactctagccaacactcctcatctgagggag 

cttcacttggacaacaataagctcatcagagtacccggtgggctggcg 

gagcataagtacatccaggttgtctaccttcataacaacaatatatctgc 

agtcggatctaatgacttctgcccacctggatacaacaccaaaaaggct 

tcttattcaggtgtgagccttttcagcaacccagtgcagtactgggagatc 

cagccatccaccttccggtgtgtctacgtgcgctctgccatccagcttgga 

aattat 

(SEQ ID NO: 165) 


C52 


glucose-6-phosphatase 


U91844 


ctggggatctcagctgcaggattttctacctgtcccatccttacaagaaaa 

gggaaaggagcagtggcatttgatagagaagaagaatggattaagg 

aaagacttcttcgtatcctgcatatcatgcaaattcatgttacacaaaatct 

aaatcgctttgattatatttgaatttttaggtaaggaactctcaatagtgggg 

gaccaacttaaagcataactaataggtagttaatggggtaattctgcttct 

tctatgtttctactatgtattcagtgacctagatttgtgctgggtcagagcatt 

cagatatagtcagcttctctatcacactacatcttcctccttgtcagcctag 

ctcagctttccctagaactttccactgctctacatcgtgctgacacagaga 

tgcctaaaggcagctctagggtagtgcttttgtatggtttagtcaagctctg 

aaatcttgggcaaaaaggtgaggagagggcaaggagaggaaagg 

at 

(SEQ ID NO: 166) 


C53 


TGFB1 


L34956 


gacccttcctgctcctcatggccaccccactggagagggcccagcacc 

tgcacagctcccggcagcgccgggccctggacaccaactactgcttca 

gctccacggagaagaactgctgcgtccggcagctctacattgacttccg 

caaggatctgggctggaagtggatccatgagcccaagggttaccacg 

ctaacttctgcctggggccctgcccctacatttggagcctggacacgca 

gtacagcaaggtcctggccctgtacaaccagcacaacccgggcgcgt 

cggcggcgccgtgctgcgtgccgcaggcgctggagccactgcccatc 

gtgtactacgtgggccgcaagcccaaggtggagcagctgtcgaacat 

gatcgtgcgctcctgcaagtgcagctgaggccccgccccgtccggcag 

gccccgcccaccggcaggnccggccccgcccccgcccgctgcgcc 

gggctgtatttaag 

(SEQ ID NO: 167) 
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C54 


ZAP36/annexin IV 


D38223 


gacacgtccttcatgttccagagggtgctggtgtcgctgtcggccggtgg 

cagggatgaaggaaattttctggacgatgctctcatgagacaggatgct 

caggacctgtatgaggctggagagaagaaatggggaacagatgagg 

tgaaatttctgactgttctctgctcccggaaccgaaatcacctgtlgcatgt 

gtttgatgaatacaaaaggatatcacagaaggatattgagcagggtatt 

aaatctgaaacatccggtagctttgaagatgctctgctggccatagtaaa 

gtgcatgaggaacaaatctgcatactttgctgaaaggctttataaatctat 

gaagggcttgggaacagatgataacaccctcatcagggttatggtgtct 

cgagcggagatcgatatgatggacatccgggagagcttcaagaggctt 

tacggaaagtctctgtactccttcatcaagggtgacacatctgg 

(SEQ ID NO: 168) 


C55 


N-ras 


U62093 


gttggagcaggtggtgttgggaaaagcgcactgacaatccagctaatc 

cagaaccactttgtagatgaatatgatcccaccatagaggattcttaccg 

aaaacaggtggttatagacggtgaaacctgtctgttggacatactggat 

acagctggtcaagaagagtacagtgccatgagagaccaatacatgag 

gacaggcgaaggcttcctctgtgtatttgc 

(SEQ ID NO: 169) 


C56 


K-ras 


U62094 


gtagttggagctggtggcgtaggcaagagtgccttgacgatacagcta 

attcagaatcactttgtggatgaatatgatcctacaatagaggattcctac 

aggaaacaagtagtaattgatggagaaacctgtctcttggatattctcga 

cacagcaggtcaagaggagtacagtgcaatgagggaccagtacatg 

aggactggggagggctttctttgtgtatttgcc 

(SEQ ID NO: 170) 


C57 


p38 MAPK 


AF003597 


ctggtgacccatcttatgggagcagatctgaacaacattgtgaaatgtca 

gaagcttacggatgaccatgttcagttccttatctaccaaattctccgagg 

tctcaagtatatacattcagctgacataattcacagggacctaaaaccta 

gcaatctagctgtgaatgaagactgtgagctgaagatcctggactttgg 

actggcccgacatacagatgatgaaatgacaggctatgtggctaccag 

gtggtacagggctcctgagataatgctgaactggatgcattacaaccag 

acagttgatatttggtcagtgggatgcataatggccgaactgttgactgg 

aagaacgttgtttcctggtacagaccatattgatcagttgaagctcatttta 

agactcgttggaaccccaggggctgatcttttgaagaaaatctcctcag 

agtctgcaagaaactacattcagtctttgacccagatgccgaagatgaa 

ctttgcaaa 

(SEQ ID NO: 171) 
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Please substitute TABLE 3 50-mer target sequence for canine arrays with TABLE 3 50-mer 
target sequence for canine arrays amended as follows: 



TABLE 3 50-mer target sequence for canine arrays 



ID# 


Gene Name 


GenBank 
Accession 
Number 


50-mer sequence 


C58 


Cytochrome P450 2D 


D17397 


ccggctcctcagcaggggcccgaggtacaat 
aaaccagtttggtggctcc 

(SEQ ID NO:172) 


C59 


Cytochrome P450 2B 


h tno A A t 

M92447 


aactcaaataaacatcaaaagcctgacatcc 
cctggtcaggtggtgagcc 

(SEQ IDNO:173) 


C60 


Cytochrome P450 2C41 


AF016248 


ccagtgaacatccaacctccattaaaggaaa 
gtctccagaatttctttgc 

(SEQIDNO:174) 


C61 


Cytochrome P450 2C21 


AF049909 


tatctctgcctctctctgtgtgtgtgtctctcatgaa 
taaataaaatctt (SEQ ID NO: 175) 


C62 


Cytochrome P450 3A 


X54915 


gtgacacagaatgagaaactcttaactctggg 
aaatgtacaagggatagt 

(SEQ ID NO: 176) 



Please substitute Table 6 with Table 6 amended as follows: 



Table 6 


ID # 


Gene 
Name 


Left PCR 
primer 
sequence 


Right 
PCR 
primer 
sequence 


Target Sequence on canine array 


C64 


Gadd45 


AACTGA 
ACCAAA 
TTGCACT 
GAA 


CCATG 
TAGCG 
ACTTT 
CCCG 


CGCGTCTAGAAACTGAACCAAATTGCACTGAA 
GT1T1GAAATACCTTTGTAGTTACTCAAGCAGT 
TACTCCCCACACTGATGCAAGGATTACAGAAA 
CTGATGTCAAGGGGCTGAGTGAGTTCAACTAC 
AGATTCCGGGGGCCCGGAGCTAGATGACTTTG 
CAGATGGAAAGAGGTGAAAATGAAGAAGGAA 






rSEOD) 
NO: 177) 


(SEQ 
ID NO: 
178) 


GCTATGTTGAAACAAATACAAGTCAAAAGGAA 
CAAAAATTACAAAGAACCATGCAGGAAGAAG 
CTTGGCC 
(SEQ ID NO: 179) 
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C65 


Super- 
oxide 
dismu-tase 
Mn 


AACAAC 
CTGAAC 
GTCACC 
GA 

fSEODD 
NO: 180) 


TCTCC 
CAGTT 
GATTA 
CATTC 
CAAA 

(SEQ 
ID NO: 


GCGCGAATTCAACAACCTGAACGTCACCGAGG 

AGAAGTATCTGGAGGCGCTGGAGAAGGGTGAC 

ATTACAGCTCAGATAGCTCTTCAGCCTGGGCTC 

AAGTTCAATGGAGGAGGTCATATCAATCATTC 

CATCTTCTGGACAAACCTGAGCCCTAAGGGTG 

GTGGAGAACCAAAAGGGGAATTGCTGGAAGC 

CATCAAACGTGArnrGGTTCCTTCGACAAATT 

TAAGGAGAAGTTGACCACTATATCCGTCGGTG 

TCCAAGGCTCAGGTTGGGGTTGGCTTGGTTTCA 

ATAAGGAGCAGGGACGCTTGCAGATTGCTGCT 

TGTTTTAACCAGGATCCCCTGCAAGGAACAAC 

AGGTCTTATTCCACTACTGGGGATCGATGTGTG 

GGAGCATGCTTATTACCTTCAGTATAAAAATGT 

CAGACCGGATTATCTAAAAGCTATTTGGAATG 

TAATCAACTGGGAGAAAGCTTGGCC 

rSEO ID NO: 182 ) 




181) 




C66 


UV 
Excision 
repair 
protein 
RAD23 
(XP-C) 


GAAAGT 
CAGGCT 
GTGGTTG 
A 

fSEOID 
NO: 183) 


TGGCA 
GCCAA 
ATTCT 
CATTC 

(SEQ 

roNO: 

184) 


CGCGGGATCCGAAAGTCAGGCTGTGGTTGACA 

CCCCTCCCGCAGTCAGCACTGGGGCTCCTCCAT 

CTTCGGTGGCAGCTGCTGCAGCAACTACAACA 

GCGTCAACAACCACAGCGAGTCCTGGAGGACA 

TCCCCTTGAATTTTTACGGAATCAGCCTCAATT 

TCAACAGATGAGACAAATTATTCAACAGAATC 

CTTCCCTGCTCCCAGCATTGCTACAACAGATAG 

GTCGAGAAAATCCTCAATTACTGCAGCAAATT 

AGCCAGCACCAGGAGCATTTTATTCAGATGTT 

AAATGAACCAGTTCAAGAAGCTGGTGGTCAAG 

GAGGAGGGGGTGGAGGTGGCAGTGGAGGAAT 

TGCAGAAGCCGGAAGTGGTCATATGAACTACA 

TTCAAGTAACACCTCAGGAAAAAGAAGCTATA 

GAAAGGTTAAAGGCACTAGGATTTCCTGAAGG 

ACTTGTGATACAAGCGTATATTGCTTGTGAGA 

AGAATGAGAATTTGGCTGCCAAAGCTTGGCC 

fSEO ID NO: 185) 




C67 


Proliferati 
ng cell 
nuclear 
antigen 
gene 


GATAAC 
GCGGAT 
ACCTTGG 
C 

(SEU ID 
NO: 186) 


AGTGT 
CCCAT 
ATCCG 
CAATT 
TT 

(aEU 
ID NO: 
187) 


GCGCGGATCCGATAACGCGGATACCTTGGCGC 

TGGTATTTGAAGCACCAAGAACAGGAGTACAG 

CTGTGTAGTAAAGATGCCTTCTGGTGAATTTGC 

ACGTATATGCCGAGATCTCAGCCATATTGGAG 

ATGCTGTTGTAATTTCCTGTGCAAAAGACGGA 

GTGAAATTTTCTGCGAGTGGAGAACTTGGAAA 

TGGAAACATTAAATTGTCACGGACAAGTAATG 

TCGATAAAGAGGAGGAAGCTGTTACCATAGAG 

ATGAATGAACCAGTTCAACTAACTTTTGCACTG 

ACTCTCTTCAACGGTGACACTCAGTATGTCTGC 
AGATGTACCCCTTGTTGTAGAGTATAAAATTGC 
GGATATGGGACACTAAGCTTGGCC 

fSEO D) NO: 188) 
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C68 


Glucose- 
regulated 
protein 94 


CTGTGGT 
GTCTCTG 
CGCCT 

(SEOD3 


TTTCA 
GCTGT 
AGATT 
CCTTT 
GCTG 

(SEP 
ID NO: 


CGCGGGATCCCTGTGGTGTCTCAGCGCCTGAC 

AGAGTCTCCGTGTGCTCTGGTGGCCAGCCAGT 

ATGGATGGTCTGGCAACATGGAGAGAATCATG 

AAAGCTCAAGCATACCAGACGGGCAAAGACAT 

CTCTACAAATTACTATGCCAGCCAAAAGAAAA 

CATTTGAAATTAATCCCAGACATCCCCTGATCA 

AAGACATGCTTCGACGAGTTAAGGAAGATGAG 

GATGACAAAACGGTATCGGATCTTGCTGTGGT 

TTTGTTTGAGACAGCAACGCTGAGATCAGGCT 

ATCTGCTACCAGACACTAAAGCATATGGAGAT 

CGAATAGAAAGAATGCTTCGCCTCAGTTTAAA 

CATTGACCCTGATGCAAAGGTGGAAGAAGAAC 

CAGAAGAAGAACCCGAAGAGACAACCGAGGA 

CACCACAGAAGACACAGAGCAGGACGATGAA 

GAAGAAATGGATGCAGGAACAGACGACGAAG 

AACAAGAAACAGCAAAGGAATCTACAGCTGA 

AAA AGCTTGGCC CSEO ID NO: 191) 


NO: 189) 




190) 


C69 


Gluta- 
thione S- 
trans- 
ferase 
alpha 
subunit 


CAGAGA 
AGCCCA 
AGCTCC 
AC 

fSFO ID 


ACCAG 

A TV"' A A 

A1GAA 
TGTCA 
GCCCG 

rsEO 

DDNO: 


CGCGGGATCCCAGAGAAGCCCAAGCTCCACTA 

CTTCAATGGACGAGGCAGAATGGAGTCCATCC 

GGTGGCTCCTGGCTTCAGCTGGAGTAGAGTTT 

GAAGAGAAATTTATAAATGCTCCAGAAGACTT 

GGATAAATTAAAAAATGATGGAAGTCTGATGT 

TCCAGCAAGTGCCAATGGTGGAAATTGATGGA 

ATGAAGCTGGTACAGACCAGAGCCATTCTCAA 

CTACATTGCCACCAAATACAACCTCTATGGGA 

AAGACATAAAGGAGAGAGCTCTGATAGATATG 

TACACAGAAGGTATAGTAGATTTGAATGAAAT 

GATCATGGTTTTGCCTCTATGCCCACCTGATCA 

AAAAGATGCCAAGATTACTCTGATCAGAGAGA 

GAACAACAGATCGTTATCTCCCCGTGTTTGAA 

AAAGTGTTAAAGAGCCATGGACAAGACTACCT 

TGTTGGCAACAAGCTGAGCCGGGCTGACATTC 

ATCTGGTCTCGAGGGCC fSEO ID NO: 194) 


NO: 192) 




193) 


C70 


BR- 
cadherin 


GTCCGTG 
GCAGAG 
TCCCTCA 
GCTCTAT 

rsEoro 

NO: 192) 


CACCG 
TGATG 
CCACA 
TAGCT 
ATCTT 
CG 

(SEQ 
ID NO: 
196) 


GTCCGTGGCAGAGTCCCTCAGCTCTATAGACTC 

TCTCACCACAGAGGCTGACCAGGACTACGACT 

ATCTGACAGACTGGGAACCCCGCTTTAAAGTC 

TTGGCAGACATGTTTGGGGAAGAAGAGAGTTA 

TAACCCTGATAAAGTCACTTAGGGCAGAAGCC 

AAGGATAAAACACAACCAAAAGGAGAAATTT 

AAAAGAAACACAAATAGAAATCTCTCTCTCTC 

ACACACACACACATGCATACATGCACGTGCAC 

ACACAGACACACAGACACACACACCAGGCTTT 

GTAGGACACAATCATTTGATGATCTGGTTTCTA 

GCAAGTTGCTGTAGTTATCATATTGTCAAGTTT 

TGTTTTAC I C 1 CjCCAACAC AAuA 1 AAA 1 t^C 1 A 1 

TACATGTACTTGCTTGGTTTTGTTTTGTTC IT IT 

GGATACACACTGAGACAAGCTCAGGCCTATTA 

AATACAATTTACTGACATGACAACATAGAACG 

AACATAGCTATTGGCATCACGGTG (SEO ID 

NO: 197) 
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C71 


N- 
cadherin 


GGAGCC 
TGATGCC 
ATCAAG 
CCTG 

fSEODD 


GGTTT 
GCAGC 
CTATG 
CCAAA 
GCC 

(SEQ 


GGAGCCTGATGCCATCAAGCCTGTAGGAATCC 

GACGATTGGATGAGAGACCCATCCACGCCGAA 

CCCCAGTACCCGGNCCGATCTGCAGCCCCGCA 

CCCTGGGGACATCGGGGACTTCATTAATGAGG 

GCCTT AAAGCTGCTGACAATGATCCCACAGCT 

CCACCATATGACTCCCTCTTAGTCTTTGACTAC 

GAAGGCAGTGGCTCTACCGCTGGGTCTTTGAG 

CTCCCTTAATTCTTCAAGTAGTGGTGGCGAGCA 

GGACTATGACTACCTGAACGACTGGGGGCCAC 

GGTTCAAGAAACTTGCTGACATGTATGGTGGA 

GGTGATGACTGAACTTCAGGGTGAACTTGGTC 

TTTTGGACAAGTACAAACAATTTCAACTGATAT 

TCCCAAAAAGCATTCAGAAGCTAGGCTTTAAC 

TTTGTAGTCTACTAGCACAGTGCTTGCTGGAGG 

CTTTGGCATAGGCTGCAAACC fSEO ID NO: 

200) 


NO: 198 


ID NO: 




199) 


C72 


Mek5 


TCATGG 
ATGGGG 
GATCTTT 
GGATG 

fSEODD 


GGGTG 

GCCCA 

TCAAT 

TCTTC 

AGGT 

(SEQ 


GGGTGGCCCATCAATTCTTCAGGTGCTGGTCTT 

TCTTTCGGTTGTTTTCGCATGCACTGAGTGATG 

AAATGTACAAATGGCTCGGAGAACTCTCCAAC 

CGGAAGGACGGGCGAATCCTCATCAACAATGC 

ACTGCAGAAGCTGGAGAGGCTCCATGAAAGAG 

ATTCCTAAACTCCGGACATCAGAATGGATTCC 

ATACTGCTCCCCTGAAATTCTTTCAGGCGCCAT 

ATAAGCATTTGTTCCAACATACGTCTTGGCTAT 

AGAATTCACCAGCTGAGTGCTAACTCCAAAAT 

CGCACAGCTTGACCTGTCCTCTTGTGTTTACTA 

GCGTATTGGAGGGCTTCACATCTCTATGTAAA 

ATCTTTAAACTCCACAAGTAGGTAAGGCCTTTA 

ACAACTGCTATTGCAATTCTTCCAAGGACATGC 

TCTGGAATTTTTCTATATACATCCAAAGATCCC 

CCATCCATGA fSEO ID NO: 203) 


NO: 201) 


roNO: 




202) 


C73 


Glucose 
transpor- 
ter 


GCAGCA 
GCCTGTG 
TATGCCA 
CC 

(SEOID 
NO: 204) 


AAGCC 

GGAA 

GCGAT 

CTCAT 

CGAA 

(SEO 
ID NO: 
205) 


AAGCCGGAAGCGATCTCATCGAAGGTCCGGCC 

TTTGGTCTCAGGAACTTTGAAGTAGGTGAAGA 

TGAAGAACAGAACCAGGAGCACGGTGAAGAT 

GATGAAGACGTACGGACCACACAGTTGCTCTA 

CATACTGGAAGCACATGCCCACAATGAAATTT 

GAGGTCCAGTTGGAGAAGCCAGCAACAGCAAT 

GGCAGCTGGGCGAGGACCCTGGCTGAGGAGTT 

CAGCCACAATGAACCATGGGATGGGGCCAGGG 

CCCACTTCAAAGAAGGCCACAAAGCCAAAGAT 

GGCCACGATGCTGAGATACGACATCCAGGGCA 

GTTGTTCCAGCAGCGCCAGCGCGATGGTCATG 

AGCACGGCACAGCCCGCCATGCCAGCCAGGCC 

TATGAGGTGCAGGGTCCGCCGGCCGGCGCGTT 

CCACCACGAACAGCGACACCACGGTGAAGGCC 

GTGTTCACGATGCCGGAGCCGATGGTGGCATA 

papa r T r T rTnrTnr /cfh m iwv 


C74 


SHB (Src 
homology 
2 protein) 


CGCCGA 
TGAGTA 
CGACCA 
GCCTT 


GCTCA 
GCCCC 
TTTGA 
TGGGT 
AGC 


CGCCGATGAGTACGACCAGCCTTGGGAGTGGA 

ACCGGGTCACCATCCCAGCTCTGGCAGCCCAG 

TTTAATGGCAACGAGAAACGGCAATCATCCCC 

CTCTCCTTCCCGGGACCGGCGGCGCCAGCTTCG 

AGCTCCTGGAGGGGGCTTCAAGCCCATTAAGC 
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(SEPD) 
NO: 207) 



(SEP 
ID NO: 
208) 



ATGGGAGCCCTGAGTTCTGTGGGATCTTGGGA 

GAAAGAGTGGATCCTGCTGTCCCGCTGGAAAA 

GCAAATCTGGTATCACGGAGCCATCAGCAGAG 

GAGATGCTGAGAACCTTCTGCGGCTCTGCAAG 

GAGTGCAGCTACCTTGTCCGGAACAGCCAGAC 

AAGCAAGCACGACTATTCCCTCTCTTTGAAGA 

GCAACCAGGGCTTTATGCACATGAAACTGGCC 

AAAACCAAAGAGAAGTATGTTCTGGGTCAGAA 

CAGCCCCCCGTTCGACAGTGTCCCAGAAGTCA 

TCCACTACTATACCACCAGAAAGCTACCCATC 

AAAGGGGCTGAGC (SEP ID NO: 209) 



C75 



Ear-3 (v- 
erbA 
related) 
or 

Apolipopr 
otein AI 
regulatory 
protein 
(ARP-1) 



TGCAGA 
TCACCG 
ACCAGG 
TGTCC 

(SEP DP 
NP: 210) 



CATAT 
CGCGG 
ATGAG 
AGTTT 
CGATG 
G 

(SEP 
ID NO: 
211) 



TGCAGATCACCCGACCAGGTGTCCCTGCTTCGC 

CTCACCTGGAGCGAGCTGTTTGTGCTGAATGC 

AGCACAGTGCTCCATGCCCCTCCACGTCGCCC 

CGCTCCTGGCCGCCGCAGGCCTACACGCCTCA 

CCCATGTCCGCCGACCGAGTGGTCGCCTTTATG 

GACCACATACGGATCTTCCAAGAGCAAGTGGA 

GAAGCTCAAAGCGCTGCACGTCGACTCCGCCG 

AGTACAGCTGTCTCAAGGCCATAGTCCTGTTCA 

CCTCAGATGCCTGTGGTCTCTCTGATGTAGCCC 

ATGTGGAAAGCTTGCAGGAAAAGTCCCAGTGT 

GCTTTGGAAGAATACGTTAGGAGCCAGTACCC 

CAACCAACCAACACGATTCGGAAAGCTTTTAC 

TTCGCCTCCCTTCCCTCCGCACGGTCTCCTCCT 

CAGTCATAGAGCAATTGTTTTTCGTCCGTTTGG 

TAGGTAAAACCCCCATCGAAACTCTCATCCGC 

GATATG 

(SEP ID NO: 212) 
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Please substitute Table 7 with Table 7 amended as follows: 



Table 7 


Band# 


Genbank Gene Name 


Accession 


Sequence 


CTP1D 


No significant match 




GACTGAGACCATTTATTCNAG 
ACACGCAGCTGACCAAGGAGT 
GAGGGAGGGACCAGGTGTGC 
AAGCTAATAAATAGAGGAGGG 
GGAGACTTCCTGGAGCTGTAG 
CCATTCAGTCTTCATTCTTCTC 
AGGCATGAAGGCATCTC 1 1 I I 
CTGACCAAAGCTT (SEQ ID 
NO: 213) 


CTP1G 


No significant match 




AAGCTTTGGTCAGCAATTATAT 

TAGTTTGCATTTTAGTGACAG 

GTGTAAGAGAAAGGCCCCTTC 

TTCCCTTACTGGGACAAATCT 

AGAAATCTTACACAGATGTGC 

AAATAAAGCTCGCGTGGTGTT 

C (SEQ ID NO: 214) 


CTP3B 


Homo Sapien N-myc 
downstream regulated 
(NDRG1) 


BC003175 


GCAAAGTTACAAATTTATTGGT 
CTGGAAATAAATACAAATATCT 
GATTAAGAAACTTCTCTGGAA 
AGACTTGTACACAACAG I I I I C 
CTGTCTCGATTCAGCCACTCC 
TGCCCTGACCAAAGCTT (SEQ 
ID NO: 215) 


CTP4B 


No significant match 




GAGCAGCAGTGAGCAAAACC 

CACGAAGTTG I I I I AAGGTTA 

CAGCTATGAATAAACATTGTC 

CAAACAATGAAGATTTAGGGC 

TGAAGAACGAGCGTATGTCTA 

r.AGTCGAAGCTT (SEQ ID NO: 

216) 


CTP7B 


No significant match 




CAGGTGCAAGAGGTTTGTTTG 

GGAGGTAATCCTAGAAACCAC 

AGAAGGGGGTGGGGATAGGA 

GGGATGGCAGGAAAACCAGT 

AAGAACTGTGTTATTGAGAAG 

GTTATCACTGTGGACAACTGG 

CACAGAATACACTTCAGAGCT 

GTCGCCCTGAGGGACAATGA 

CGCCAAGGTCTTTTTCTCTAA 

GTCCTGTTTCTTATAGGCCGA 

GGGTGGCTCCTGGGAGCAGT 

AACTGCCAACAGTCGAAGCTT 

(SEQ ID NO: 217) 
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CTP8A 


No significant match 




AAGCTTGATTGCCCATACCTG 
AGCCATTGATATATTTGAAAAT 
TATGGCACAAATGGAAGAGAA 
CCACATTTGAAAAGCTTCCAG 
CCTTTCAACAGAAGATAACTCT 
TCTTG I I I I GCAGATTGAGCA 
GATAATTTC mm GAAGGTGAT 
AGTTTCCTAAATTGGATAAAAC 
CGTGGCTGCCATTATATTCAC 
AGAAAATAAAATGAAAACTTCA 
GTTAATTGTGGATTTG (SEQ ID 
NO: 218) 


CTP8C 


Human DNA sequence from 
clone RP4-734P14 on 
chromosome 20 


HSJ734P14 


CAATATTCTTAAGAGTTTATTA 

TAAACTAGTTTCACAGGCTAC 

AAGGAAGTATTTAGGACTATG 

TACAG CCTG ACGGG AAACAG 

GCAGGGAGCTGAGGAGGGCC 

AAGATGAGTCTAGGGCCTTGG 

TGGGCGCATTCCCGGGGGAG 

GGGGCCCTGAAAGGGAAACC 

AGACAATCCTGTGAGACTCCA 

AGAACAACGGCATAACAAACA 

AACACGTCTGTGG CAATCAAG 

CTT (SEQ ID NO: 219) 


CTP10Y 


oanis lamnians 
mitochondrion 


CFU96639 


AGTAGATGGGACCGAGAATAA 

I I I I AGGGTTAAGGGATAGGA 

GGAGTAGGGGCAGTAGGTGC 

AAGGTCATTAGGGCATTTTCT 

CGTGTGAATGATGGTTTGATA 

TTTTTGATATGGTGGGAATATT 

TACCACGTTGTGTGGTGATTA 

ATATATAAAGTGAGTATAGGG 

CGGTAAAAGCTT (SEQ ID NO: 

220) 


CTP11A 


cyclin-dependent kinase 
inhibitor 1A (p21, Cip1), 


BC001935 


ACTAAGAAATATTTATTGAGCA 

CCTGCTGTGTACCCAGCACTG 

CGGGAGGGGCTGTGAGAGAC 

CCAGGGCAGTACAGGACTTGT 

TCTTGCCCTTCAGAG GCTTAT 

AGTCTAGGTGGAAACAGGAGA 

ACCAGGACACATGAGGAGCC 

AGGAGAAAACAGTACAGGCCA 

GGATGTTACAGGAGCTTACAG 

TGTTTGGGGTCAGACCCACTA 

AGTGCTTCAGTACCTCTAGGG 

«w I vfln lull UnUUUv/Ununn 

GAGACAATAACTCACAACTAG 
CCCATGTAGCATGCCCTATCC 
ACAGCGTCTACCTCTGCTATC 
TTAAAACATCTGACTCCTCGTT 
AAGCTT (SEQ ID NO: 221) 
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CTP16B 


Homo sapiens cDNA 
FLJ20541 fis, clone 
KAT11364 


AK000548 


CAAAGAAI I I IGI I I IAI IAIA 

GTACATGAGCTGGACTGATGG 

GAAAGGGTAGGTGTATGGGC 

AACCACTGCCCAGATTAGCAT 

CGGATGCCCATCCCGATGGC 

CATGAATGTGCCAAATGTGCC 

GCCACTCTGCATCATGG I I I I 

CCCGATGCCGCCCATCAGCTC 

GAGACAGGAAAAGGTGCCGA 
AGAGCGCCCCGGCCGCCATG 
CCCACTGCACAACCCATCACA 
AAGCCCATCTTCACGCGGTAA 
AAGCTT (SEQ ID NO: 222) 


CTP17G 


No significant match 




CATATA 1 A 1 ICI 1 1 1 1 IAI 1 ICI 

TGTTATACCTTCCCAAAACAGA 

GACATTCAACAGTAGTTAGAA 

TGGCCATCTCCCAACA 1 1 1 IAA 

AAAAACTGCACCCCCCAATGG 

GTGAACAAAGTAAAGAGTAGT 

AnUU 1 AoAVJ 1 1 UnuU 1 OAO 1 A 

AGCCACTGTGGAGCCTTAAGT 
GGTGAGGTCTTCCAATTTCAG 
AGTGATGTGTCTTCAACTTGTA 
TCATCAI 1 1 1 AGCGGTAAAAG 
CTT (SEQ ID NO: 223) 


CTP18B 


No. significant match 




CCAAAGAAGTGTTTATTAACAT 
TTGGGGCCTCAGCGGGGCCA 

VjAIjAIj wvvj 1 ovao 1 1 AoA 

GGCTCCTGAGGCTCAGGGCA 
AGGCCTGCAAGACAGATCCCA 
TTGCTCAGGAGGCAGCCCAG 
ATTGCAAATGGAAGACAGG 
(SEQ ID NO: 224) 


CTP19F 


Homo sapiens chromosome 
5cloneCTB-187A7 


AC008651 


AAGCTTTTACCGCAATGAGGG 
ATTTATACATGAAAAATGGACA 
AGGCTTTGCATTAGTTTACTCC 
ATCACAGCACAGTCTACATTTA 
ATGAI 1 IACAAGATCTGAGAG 
AGCAGATTCTTCGAGTTAAAG 
ACACTGATGATGTAAGCTGAC 
TTCCTAATAAATATAI 1 1 IACTT 
G (SEQ ID NO: 225) 
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CTP20B 


Bos taurus ribosomal protein 
L30 mRNA 




AAG CTTAACGAGGACAGGCCA 

TCAGGGCTGCCAAGGAAGCA 

AAAAAGGCTAAACAAGCATCT 

AAAAAGACAGCAATGGCTGCT 

GCTAAGGCTCCCACAAAGGCA 

<"5PAf*ATAAfirAAAAftATTGTG 

AAGCCTGTGAAGGTTTCCGCA 
CCCCGAGTTGGTGAAAAACGC 
TAAGI 1 1 IAGTGGATCAGATTT 
TTAAATAAACATCTGACTCTAA 
CT (SEQ ID NO: 226) 


CTP21A 


Rattus norvegicus ribosomal 
protein L31 (Rpl31), 


NM_022506 


CATGGAGCNGTTTTATACCTTT 
ATTTGACAATCAGCGATTAGTT 

CTOA 1 OL»AUA 1 1 AAOAo lUlul 

AGAI 1 1 1 1 GAAAGTGGTGACA 
GGTACGTAGGTAACCAGCGTG 
TAGAGCTTGTTTGGTGAATCTT 
CATCCTCGTTAAGCTT (SEQ ID 
NO: 227) 


CTP22C 


Canis familiaris mRNA for 
ubiquitin-ribosomal protein 
L40, fusion 


AJ388512 


CAATGGTGTCACTGGGCTCGA 
CCTCAAGGGTGATAG 1 1 1 1 GC 

TCTGCATCTCTGCGTCTGCTG 
GAGCGAACTCGCAAGGCCGC 
CGCCACCAAACCGCTCGCCC 
ACCTCGTTAAGCTT (SEQ ID 
NO: 228) 


CTP25D 


No significant match 




AAGCTTGCACCATATATATAAC 
TCTTGGGCAGAGGGTCTGGC 
ATACATAAGTAGATACTCAGAA 
ATATCTGTTGGATTGTGTTGAT 
TTAATTAI 1 1 1 IGTGTTGCTTC 

1 1 1 1 AAAPATPAPPAPTTTPTA 
1 II 1 AAAbn 1 OnoUnU 1 1 lUIn 

TTAGATA 1 1 1 1 1 1 1 GATCAAAA 
AAAAGATA 1 1 1 1 1 1 IGATCATA 
CAGATTTAAGCAGGATTTTTAT 
TAATTCGTTTCTCTTCCTGGTT 
GG (SEQ ID NO: 229) 


CTP26A 


Canis familiaris chymase 
gene 


U89607 


CATGAGAGAGACGGAAAGAG 

AGGCAGAGACACAGGCAGAG 

AGAGAAGCAGGCTCCATGCA 

GGGAGCCTGACGAGGGACTC 

GATCCCAAGACTCCAAGATCG 

TACCCTGGGCCAAAGGCAGG 

AGCTTAACCGCTGAGCCACCC 

AGGTGTCCCAACTGTCAGGGT 

TTTAAAAGAGTGAGTGAAATTT 

GGGGAAATATCAAGGCACAGT 

CATATTCATAAACATAATACGT 

TGAGAAGCTT (SEQ ID NO: 

230) 
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CTP26B 


H.sapiens cycA gene for 
cyclin A 


X68303 


AAGCTTCTCAACGTATATGGT 
GTACAGI I I I I G I AAGGTTTTA 
AT I I I ACAATCATTCTGAATAG 
TTATGGTCAAGTACAAATTATG 
GTATCTATTAC I I I I I AAATGG 
I I I IAAI I IGIAIAICITTTGTA 

C ATfVT A APTATPTTAfnTTATTT 

GGCTAAI 1 1 1 AAG I'GGTTTTGT 
TAAAGTATTAATGATGCCACCT 
GTCAGCACAATAAGAGTAAGA 
ACTAATAAATGGATTTGG (SEQ 
ID NO: 231) 


CTP27C 


Homo sapiens CTCL tumor 
antigen se20-10 mRNA 


A fT-t 77007 

Ar 17722/ 


AAGCTTCTCAACGTATTCAAG 

AGAAAACTTCTAAATTGCCAG 

ATATGTTAAAAGACCATTATCC 

ATGTGTGTCTTCACTGGAGCA 

GTTAACAGAGTTGGGAGGTGA 

A A PTP ATCTT'I I 1 I^TATr^PPf^T 
AAU 1 bn lol 1 1 1 lolnl oooo 1 

CCTAACACAGCCCTATGCCCG 
ATGTACTCAGAGACTGGAACA 
GCACAAGAGAAATAAAGCAAC 
AATCAGTAATGGG (SEQ ID 
NO: 232) 


CTP28D 


Homo sapiens upstream 
binding protein 1 (LBP-1a) 
(UBP1 


NM_014517 


AAGCTTTGGTCAGGCAGGAAT 

AGGAATGAGTAA 1 1 IGGGCTT 

TGAAATCTCTCCCAGAAGACA 

AACTACTTCGATGGGAAAAAG 

CTTTGACA 1 1 1 IGIGI 1 1 IATT 

TGTAGAGGGGGTTATTGGATA 

CAGAGGAGCCTGGTCTCATAC 

ATTTTCATCTTCAGTCTGAAAA 

GATCTGTAATTCTGTAGACCC 

TGAAGCGGGGGAAC 1 1 1 ICTT 

TCTGCCATCTCCCTTTGCTTTC 

ATATGAACACCTCTTCTGTACC 

AATCATTTGGAAAAGAAGTGA 

GCATATCTCTTG 1 1 1 lAAAAGT 

TTTGCTTGNCTGGTTAGCATT 

CCTTT 1 GAGCTCAACATATATG 

GAACAATAAATGTCATTTAATG 

CTGNGNGCTA 1 1 1 1 GAATTCC 

TCATCAGG 1 1 1 IAGAAGTGGG 

GTCAAGAACACTTAAAAGCTC 

ATTGGACTTTGAAATTATNCCA 

GCCGCCNTTGACCATTATCTG 

GCCCANCAAAGCAGGTTAAAT 

TATGGCNCCNGCAAATTTGCT 

1 1 1 1 1 1 1 1 1 AATAGNNGGANGN 

NTACNTTTCAG NTTAATAAATG 

1 1 1 1 CCGATGGTTTGC (SEQ ID 

NO: 233) 
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CTP30E 


Homo sapiens BAC clone 
CTB-60N22 from 7q21 


AC003083 


GG I CAAAG I G I A I AG I I I IGA 
CTTACCCCTCCCAGATCCTGA 
ATGTCC I I I IGGAGI I I I I CAG 
ATACGGTGACAGAAGGTAAGT 
CAATGTAAAATATTTTTCCCCA 
GAGTGGCTTATATTTGTA I I I I 
TCTGGTTTGTTATCAG I I I ICA 
TAGATTTCATAGATCTG I I I I I 
TTCAI I I I I GACTTGGATTCCA 
CCTGTTGTTTAAAAAAAGTAGA 
ATCAGATCATGATTTATGTGGA 
CAGAAAATTTCTC I I I IAAAAA 
TACI I I I IATACAGTCATCATT 
TCATAGAGGGGGAAAAAATCT 
TTATAATACCACCAATTAAACA 
CTCAATAGCA I I I I ACTGTATT 

TrTT^PTAPTATP A rTTA/^^AT 

I U I I Oo I Ab I A I UAU 1 1 AbbA 1 

AAAACCAGAATACCATATTTGT 
TTTAACAGATCCCATACTGTAA 
AATAATCATCGTTCACAGCCTA 
CAGTCGAAGCTT (SEQ ID NO: 
234) 


CTP31A 


No significant match 




GGGGCAGATAAAAACACTTAA 

TpTA A A A 1 1 1 Af^OTY^TY^Af^A A 

AAATTTCCAGTATGCTATACG 
GTATCACTAACTATAGTCACTA 
TAGTATACAGTAGATCCCTAG 
GATTTATTCATGATGTACAGTC 
GAAGCTT (SEQ ID NO: 235) 


CTP32D 


cDNA FLJ 14795 fis, clone 
NT2RP4001219 


AK027701 


AAGCTTGATTGCCAGAGTTAC 

GAAAAGCATCAAAGCATCTTT 

ATGGTCAGCTTAAATTTGGTA 

CACTAGATTGTACAATTCATGA 

GGGACTCTGTAACATGTATAA 

CATTCAGGCTTATCCAACAATA 

GTGGTGTTCAACCAGTCCAAC 

GTTCATGAATACGAAGGCCAT 

CACTCTGCTGAACAGATCTTG 

GAATTCATAGAGGACCTTATG 

AATCCTTCAGTGATCTCCCTG 

ACACCCACCACI 1 1 CAATGAA 

CTGGTTAAACAGAGAAAACAT 

GACCAAGTCTGGATGGTTGAT 

TTCTATTCTCCATGGTGTCATC 

CATGTCAAGTCCTAATGCCAG 

AATGGAAAAGAATGGCCCGGA 

TGGGCAGCGTAGACTGCCAA 
CAGTATCATTC 1 1 1 1 IGTGCCC 
AAGAAAATGTTCGGAGATCCC 
TGAGATAAGAATTTACCCCCC 
(SEQ ID NO: 236) 
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CTP34A 


Homo sapiens ribosomal 
protein S29 


NM_001032 


AAGCTTTGGTCAGGGCTCTCG 

TTCTTGCCGCGTCTGTTCAAA 

CCGGCACGGTCTGATCCCGG 

AAATACGGCCTCAACATGTGC 

CGGCCAGTGTTTCCGTCAGTA 

CGCCAAGGATATAGGCTTCAT 

TAAGTTGGATTAAGTGAACTTC 

P"nT5AATfiri fVTPATPP A ARAT 

ACCTACCTTAACTGCAGATGT 
CCAAGATACCTACTTTGATGC 
CAACTCATTGTATATAAAATAA 
AAATACTCCAATTATGAGTGTT 
TTAATGTG (SEQ ID NO: 237) 


CTP36A 


No significant match 




CAAGI 1 1 IACCAI IGI 1 1 IAAI 

TATTGAAACAAAATTAACGTAA 

GTAGAATCATGTGCAACAGTG 

TCTCTAACATATGGAAGAGGT 

AAATATGAA 1 1 1 1 ATACAATAA 

GGTATATTATCCACTGTAACAA 

ATTTCCAATAATTTGGCATTTA 

TCTTTCACAAAATGTCTCCCAA 

ATT^TA AOO A A AOTAT^^A A AT 

A 1 1 L> 1 AAoOAAAo 1 A 1 (jUAAA 1 

TGGAGATTAACTCTAAACAGG 
CATAATTATCTTCTTATCCAGT 
1 1 1 1 CTGAAGAGACTGAAGAG 
TTCAGGTCTGACCAAAGCTT 
(SEQ ID NO: 238) 


CTP37A 


Homo sapiens nuclear factor 
associated with dsRNA 
NFAR-1 


AF1 67569 


CAGAIGIGAIAAAAICGI 1 1 IC 
ATTACTGTCAAAGGCATCAAC 
CAGATTTGGGAATTTGTTAAAA 
G GTTAAAAATTCATAC AAAACC 

TCiOTCST A A ATT A A <"2 A P A A A Cifi 

TAGATTAAAATGCATCATTATC 
TGTCTCTTAAATAAAGTAATGC 
TTTCCATAAAAAGCAAAGGTG 
GGCI 1 1 IGCCTTGATGCTGAC 
CAAAGCTT (SEQ ID NO: 239) 


CTP41B 


Homo sapiens mRNA for 
KIAA1392 protein 


AB037813 


GGGAAGTGTCAAGGATCAGTT 

CCGTGGCACCCTCTGACCACA 

GACTGGGAGCAACACGCATCT 

GTGGCATTTAAAAATGGAATT 

GGCAACTTCATGACATTGGAA 

TGCATATCACACTTACAGTGT 

CTAGACTTTCCTATGTGTGCT 

CAGTTACAAGTAGTGAAGCAA 

MMVj 1 M 1 MOM 1 M 1 OMOOOO 1 ML/ 1 

GCTATTCGGTTGCTACAGAGC 
CATAAATGTGAAAAGCAATACT 
CTGAAATAAAGAI 1 1 1 1 G 1 1 1 1 
TTGCCCTAGCCTACTAAGCTT 
(SEQ ID NO: 240) 
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CTP47G 


No significant match 




AAGCTTGCACCATACTCCTCC 

TCTACATATGCTCCCAAATTAC 

CTTCTAAAAAGGCTGTATTAAT 

TTACTTTCACCAGTAGTATTAT 

GAGAGTGCCCATGTCGCTTAG 

CCI I I IAAAATTCACTATGAGC 

AATCTTTAAATCATGTACTAAA 

TCTTATAGGCAAAGAATAGGG 

CCTTGCCCCTGCCCCTGTT 

(SEQ ID NO: 241) 


CTP50A 


No significant match 




Al I CGI I I ICCAAGGACCICIC 

TTPT ATPTP ATP A rT/^A^TA A 

GTTCAGTCACTCCCATCATCT 
CTAGATTGGAGATTTCCAAATT 
TATGGCCTTTCCTAACTTTGAA 
GTCCTTA I I I CTAACTGCCTAC 
TAAGCTT (SEQ ID NO: 242) 


CTP51A 


Homo sapiens intestinal N- 
acetylglucosamine-6-O- 
sulfotransferase 


AF2 19991 


ATAAATAGAGATGGGGGTCTT 
GCTATGTTGCCAGGCTGGTCT 

T/™» A A PnT'TPPP A TO A A /™*/^ A A 

TGAACTTCTGGGATCAAGCAA 

TCTGCCTGCCTTGGCCTCCTA 

AAGTGCTGGGATTACAGGTGT 

GAGTCACTGTGCCTGGCCTCA 

TATAGTCACTATAACAGCCTAC 

TAAGCTT (SEQ ID NO: 243) 


CTP52B 


No significant match 




AAGCTTAGTAGGCAATAATAG 
AGAAGTAGAAATTGAATGTGG 
AACATTAACCATTAAAAATCAT 
AC I I I I GAATGTGCTGAGGTC 

ATP A ATTP 1 1 1 1 1 AppTTP 1 1 1 
A 1 bAA 1 1 o 1 1 1 1 1 AUU 1 1 O 1 1 1 

GTAATTTGTGI 1 1 1 ICAGATTT 
TCTGTAGTTAGCATATATTCTA 
TAATCAGAAAAAGATGCTTCAA 
Gl 1 1 1 1 1 GCAGATTTCACAGAA 
1 1 1 1 GTTT (SEQ ID NO: 244) 


CTP53A 


No significant match 




AAACAAAATTCTGTGAAATCTG 
CAAAAAACTTGAAGCATC 1 1 1 1 
TCTGATTATAGAATATCTGCTA 
ACTACAGAAAATCTGAAAAAC 

APAAATTAPAAA^AA^ATAAAA 
A^ AAA 1 1 AOAAAO AAO A 1 AAAA 

ACAATTCATGACCTCAGCACA 
TTCAAAAGTATGAI 1 1 1 IAATG 
GTTAATGTTCCACATTCAATTT 
CTACTTCTCTATTATTGCCTAC 
TAAGCTT (SEQ ID NO: 245) 
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CTP58A 


no significant matcn 




AATTGTCACGAACAGGGCTGA 
CTGACACTGCAGTGTGTCCTT 
GTTTGTTGATCCCTGATCTAG 
GCCTCGGCI I I I CAAACTGCA 
GTTGATCAAACTGGGATATGC 

TTrRfifTfiAATPTftPTPTPTfi 

1 1 UOUb 1 Onft 1 O 1 IV/IOIU 

GTGCTTCTCTTTAATCG 1 1 1 10 
TCCTTAAATGGGTTACTTTCTT 
ACTAGGAAAAAAAAAATGTTC 
CACCTCTGGAATTAACGTTGA 
GAAGCTT (SEQ ID NO: 246) 


CTP59A 


Homo sapiens cyclin D2 
(CCND2) 


XM_012143 


AGGTCAAGGTGAGTTTATTGT 
CCAAATAGCATAACCTAATTG 
CATTCAAAACCA 1 1 1 1 CAAATC 
CATCTTTAAACTAGTCAGAAAA 
CAGGTTATTAI 1 1 1 1 1 IAAATC 
ACTTAACACTGAACAGATAAG 
ACCTCTTAAAAGGCAGCTGAC 
1 A 1 A 1 OA 1 o 1 OAOOA 1 OA 1 Abu 

CAATACAACATTTTTGCCATAC 
TTCCTAAAAACC 1 1 1 ICGCATA 
CACTGATCATGCTACTTATCA 
GCACI 1 1 1 1 AACATCCTGACCA 
AAGCTT (SEQ ID NO: 247) 


CTP60B 


Homo sapiens RNA binding 
motif, single stranded 
interacting protein 1 
(RBMS1) 


XM_016120 


ACTAAAATAAACCTGTTCGGG 

GGGAACAGCTACTAGATGAAT 

TTAAGGG 1 1 1 IATGCACCTTAT 

AGAACTTATAGCAAAAATAGTT 

TTAGTTGATTTCATTATAAATA 

ACGI 1 1 1 CAAGAACCTGTGCA 

AAACTGTCAATAATTTCCTAAA 

GCACAATTGATCAGAAAAATC 

CATGATTGTTCAGCCTTCACA 

CCTTCTGTACATCTCACAGTTA 
CTTATTAGGTTGAAAGGTATAT 
GGTGAATGGTCATTAGACGTC 
TCGACAGCCACCTGCTGCTGA 
CCAAAGCTT (SEQ ID NO: 248) 


CTP61D 


prion protein [mink, Genomic, 
2446 nt] 


S46825 


ACATTAAATGCCCAGTGCAAG 

CCAGGAACATTGCAGAATGCT 

AAATTTATCTGCTAGGTGATGA 

TATTGAAnGATCTAGACAATAA 

TTTCACCTTACTTAAATAACAA 

TGAACAGAATTCC 1 1 1 1 1 1 ICC 

ACTCTGAGTGGATATTTCTGT 

CATCTCTGACCAAAGCTT 

(SEQ ID NO: 249) 
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CTP62A 


No significant match 




AAGCTTCGACTGTCGCATCAA 
TGAATGI 1 1 IAAGTAATAACTT 
TGCTGGTTATCAGCTTGATGG 
TGCATTAAI 1 1 IATGGCTCATT 
TCCTTTA 1 1 1 1 GACCATTGTCG 
GATTCTTCAI 1 1 IATATTGGAC 
GATCCCCAATCGAACGGTACC 
AAI 1 1 1 1 1 CAGCTGTGATTGCG 
GCATG 1 1 1 CAACGCGACCGTT 
TTTGAAAI 1 1 1 AAAAC ATTTATT 
TGGCTGGGTCATGAGTAATTT 
CACCAGCTATGAAATCGTTTAT 

ANN 1 CTACTTTGGATCTATC 
TGTCTTGGAATATCAI 1 1 IATT 
GGGTGTAGAAGTGAGTTATGC 
ACTCACCGCCTTCCATTCTGG 
T (SEQ ID NO: 250) 


CTP63A 


No significant match 




AGAATCAAGCCACCAGGTGTT 

TATTTT 1 GCACTATAAATAGAG 

TTCCCTAGTCCCAI 1 1 IGTTAC 

ATAATATATGAGATAACAGAGA 

ACCTAAAATTCATTTGGTGAAA 

ATCAAGTGTGTAGTATACCTAA 

ATACCAATGAGCTAGTAAGAC 

TTnTAAfiRPAnTGAAGCTAAG 

GCTAACAGCAACAGAGTCCTT 

TATGAAAATAATTTCAGAACCA 

CAACGCATTCTCTGATGGTGC 

ATTCCCCTGGGACAGTCGAAG 

CTT (SEQ ID NO: 251) 


CTP64B 


No significant match 






CATCGCAGACATTTATTTTAGT 

TTTGTTAATTTCAAATATTCATT 

AACCTCTTGTATCAGATTTAAG 

GCAGAGAAAAGATACACGCCC 

CTGGTTAACTGAACCGGGGTT 

TAGATAGTGTAGTCCACCCTG 

GGTTCCACCAGGGAGACCTCA 

CCCGAGATGACAGGTCCGGTT 

GCTGGTGCACAGTCGAAGCTT 

(SEQ ID NO: 252) 
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CTP65A 


Pig mRNA for endoplasmic- 
reticulum Ca(2+)-transport 
ATPase (class 3 non muscle 
transcript ) 


X16951 


CCAI I IAAAAIGI I I IAI I I IC 
CI I I I I AAACTAGATTGTGAAG 
TGCCACTGAAATAGGCAATGT 
TGGCAAAACAATGTCTGTTAC 
AATAAAATACATTAGACA I I I A 
AATAAATAACCTTAAAAACTAC 
ATGGGGGGACATGAACCCAG 
TPfiATTfiAATPTfifiAAPAATCi 

1 1 1 1 CTGCACAAGCGAGAACA 
GGCATACCTCTTGTTAAGACT 
GATGTAAACAGAACCATCGGA 
ACCCTACAGTCGAAGCTT 
(SEQ ID NO: 253) 


CTP67A 


clone RP5-1071L10on 
chromosome 20 


AL1 33228 


CACGI 1 1 IAAAACI 1 IAI 1 IGC 

ATATTAAAAAAATTGTG C ATTC 

CAATAATTAAAATCATTTGAAC 

AAAAAAATGGCACTCTGATTAA 

ACTGCAI 1 1 1 AACAGCCTGCA 

AGATACCTTGGGCCAGCTTGG 

1 1 1 1 1 1 ACTCTAGATCTCACTG 

TCCTCCCACCCAGCTTCTTCC 

TTCACCAACATGCAAGTTCTTT 

TCCTTCCCTGCCAGCCAGCCA 

GACAGGCAGATGGGAAAGGC 

AGGCGCCTTCGTTGTCAGTAG 

TTCTCCATTCTTTGATGTGAAA 

AGGGGCAGCACAGTCA 1 1 IAA 

ACTCGATCCAACCGCTTTGCA 

TPTTAPAAAf^TTAAAPAfiPTAA 

1 w 1 1 r\wrvv\U 1 1 nnnvjnuv/ 1 /AAA 

AAGAAGTAAAATAAGAAGGCA 
ATGCTTGTGGAATGTACAGTG 
CATATTGGCGGCGCACGCCTC 
ATTACGATTCGGCTACTAAGC 
TT (SEQ ID NO: 254) 


CTP68F 


Oryctolagus cuniculus New 
Zealand white elongation 
factor 1 alpha Rabefla2) 


U09823 


CICAI IAAACI 1 1 IGI 1 1 IAAI 
GGGTCTCAAAATTCTGTGACA 
GAI 1 1 1 1 GGTCAAGTTGTTTCC 
ATTAAAAAGTACTGA 1 1 1 1 AAA 
AACTAATAACTTAAAACTG CCA 
CACACG CACAAAAAAAAAAAA 
AAAAACAAATGGTCCACAAAA 
CATTCTCCTTTCCTTCTGAAGG 
1 1 1 IACGATGCATTGTTATCAT 
TAGCCAGTCI 1 1 IACTATTAAA 
CTTAAATGGCCAATTGACACA 
AACAGTTCTGAGACCGTTCTT 
CCACCACTGATTAAGACTGGG 
GTGGCAGGTATTAGGGATAAT 
ATTCAI 1 IAGCCTACTAAGCTT 
(SEQ ID NO: 255) 
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CTP70A 


No significant match 




AAGCTTAGTAGGCACGCAATA 
AATAGGAGAATGAATCAGAGT 
CCTCCAACGCGTCCTCCCTAA 
TGTCCCTTTGAGCTGCCTCCT 
CTTCCACTCTGCCTCAGCTTG 
TCCATGTCACTTCGCTCCAGA 

GCAGCCGCAAGAGCATCTTAA 

p A p p TTorm p pty^ a a ptptp 

TCCCATCCTCCACTGTACAGT 
GATATGACTGAAACCTCATTTA 
ACCI 1 1 1 AGAACTACCAGGAG 
GAGGTTCCCAAGGATCCCAG 
G (SEQ ID NO: 256) 


CTP71A 


Canis familiaris caveolin-1 
mRNA 


U47060 


CACTGAATCTCAATCAGGAAA 

CTCTTAATGCACGGCACAACT 

G CCCAG ATGTGCAGG AAAGAA 

AGAATGGCAAAGTAAATGCCC 

CATATGAGTGCCATTGGGATG 

CCAAAGAGGGCAGACAGCAA 

GCGGTAAAACCAGTA 1 1 1 IGT 

GGCCTTCCAGATGCCATCAAA 
ACTGTGTGTTCCTTCTGGTTCT 
GCAATCACATCTTCAAAATCAA 
TCTTGACCACGTCGTCGTTGA 
GAAGCTT (SEQ ID NO: 257) 


CTP72B 


No significant match 




CCATTTTTGCTCTTAAAGAGCA 
TCTTAAGTGAGAGATCATGAC 
AATCTTTGGCCACTCCAGGTT 
TTCTCATCTACTACATGATCTG 

TTPrPA A^AATAA r^^ATT^ A 

AATTAAAG GTCTCCAG AAGTTT 
TATCTGGGGTCTGTGATTGAA 
AAGAAGGAAAATGAGATGAGA 
GACTGCCTACTAAGCTT (SEQ 
ID NO: 258) 


CTP73A 


Homo sapiens chromosome 
11 clone RP11-546N8 map 
11q 


AC026201 


CAAGCCCATCAATTAGTGTTC 
TTTTTATAGACATTACACACAA 
CACATATATAGTGACACAAAC 
ACAAGATTCAACACTTGTAAG 
Al 1 1 1 1 IAI 1 IGCCAGTTTCTT 
AATTGGATTACTGGCATCAGG 
GTGGAAACTTTAGAGGAAGAG 
AGCCAGGTAGCATGCA 1 1 ICT 
AGGGCCTACTAAGCTT (SEQ 
ID NO: 259) 
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CTP73B 


No significant match 




CCCATAAGAAACATCTTTAAAA 

CATTCAGAATACTCAGGATAAT 

CAAGGCTAATATTCCTATAAAT 

TCCTTACGTGTATTATGTACAT 

TPAfiAAAAfiTCTAAATTArTnA 

AATATTATACTCAAAACCCCTT 

ATAGTCTGCTAACTTGCATGTA 

GAAACATCTGAAGTAACATGC 

TGCCTACTAAGCTT (SEQ ID 

NO: 260) 


CTP74A 


No significant match 




AAGCTTAGTAGGCATCAATTG 

GATCC 1 1 1 CCTATGTTGAAATG 

GAAGAATTAATGAGCTTACATT 

AATTAGTATTGTAATGTGTAAA 

GGAAGCCCAGCAAAATTTTTT 

GAAAACTTGATGATCCCAACG 

TATTTACCATTGTATGTTAAAG 

CAAAATAAATCACCATTTTTTT 

A (SEQ ID NO: 261) 


CTP75C 


No significant match 




AAGPTTrrrnAACGGCCTCCAC 
CTCCTTTCTGCCCTCACAGCC 
TCCTGGCTCTGGCCCAAAAAG 
TGATTCATTTGTAAATTATCAT 
GGI 1 1 1 CTGCATTAAAATGGC 
CATTTCTGG (SEQ ID NO: 262) 


CTP76B 


No significant match 




AAGCI 1 1 IACCGGCAICI IGG 

CTCCTGTGGAGGCCTGCTGG 

GACCAGGACTCCTAAAGCGAC 

GAN 1 1 1 1 1 NTGGAAGGCTTTG 

GTCCAAGGCCA 1 1 1 1 IGCCGG 

CTATAAACGGGGTCTCCGGAA 

CCAAAGGGAGCACACAGCTCT 

TCTTAAAATTGAAGGTGTTTAC 

GCCCGAGATGAAACAGAATTC 

TAI 1 1 GGGCAAGAGATGCGCT 

TATGTATATAAAGCAAAAGAAC 

AACACAGTCACTCCTGGCGGC 

AAACC AAAC AAAACC AG N AGT 

CATCTGGGGAAAAGTAACTCT 

GGGCCCATGGAAACAAGTGG 

CATGNGTTCCGTGCCAAATTC 

CGAAGCAATNTTCCTGCTAAT 

GCCATTGGACACAGAATCCGA 

GTGATGCTGTACCCCTCANAG 

GATTTAAAACTAACGAANAAN 

CAATAAATAAATGTGGATTTGC 

GNTCTTNGG (SEQ ID NO: 263) 
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CTP77D 


No significant match 




CAAI IGGI 1 IAGI 1 1 IAI 1 ICA 

AAATTGTACAAAATGGCCATAA 

GCGGCTATAAAAAATTTCGTTT 

TCGGAACACGTGGAAATTCAG 

AAAGAACAACAAAGCAGGTTA 

TCATTTCACAGTGTAATGGAAA 

CACAACTCTTCCTTCTTCTTCC 
CCAGTCTCTCGTGGTCTCCTT 
CCCGGAGCGCTCGAATGAAA 
CTGGTAAACCCCGATTCCGTC 
CGATCGC (SEQ ID NO: 264) 


CTP78B 


Homo sapiens SON DNA 
binding protein (SON 


XM_009738 


CGATGTTGAGATCCAGATGAC 

ACAGGAAATTCI 1 1 1 GTTAATG 

TTACCTGGCI 1 1 1 1 GGTGGAG 

TTGGCTTTGCTGCAGCAATAT 

TCAGATTGAAAAAAATGGGTTT 

GGGTTCACTGAGTTTAAAGGG 

ATGATGATAAAAAGGAGGTTC 

TTCTTCCTCTTCATCCCGAAAC 

ATGAGGCTTATTCACTATTACA 

TCATCATCTTCTTTACTCTGTG 

CGATCTG 1 1 1 GCATTTCTCAAG 

TTAfiTTPTTrTATA^TM^PTrP 
1 1 nO 1 1 \s 1 1 L/ 1 r\ \ r\\j \ InvjL/ 1 

TCCTGAI 1 1 1 1 IAGCAACTTTC 
TCTTCTATTGTGGGTGGAGGT 
GCACGCI 1 1 1 AGGTTTGGCGG 
GTAAAAGCTT (SEQ ID NO: 
265) 


CTP79B 


No significant match 




CAIAIAIAI ICI 1 1 1 1 IAI 1 ICI 

TGTTATACCTTCCCAAAACAGA 

GACATTCAACAGTAGTTAGAA 

TGGCCATCTCCCAACA 1 1 1 IAA 

AAAAACTGCACCCCCCAATGG 

GTGAACAAAGTAAAGAGTAGT 

AAPPTAfiAriTTPAf^PTY^Af^TA 

AGCCACTGTGGAGCCTTAAGT 
GGTGAGGTCTTCCAAI 1 ICAG 
AGTGATGTGTCTTCAACTTGTA 
TCATCAI 1 1 1 AGCGGTAAAAG 
CTT (SEQ ID NO: 266) 


CTP80A 


Homo sapiens WDR4 gene 
for WD repeat protein 


AB039887 


CGCCGGCCAGAAAGCGTAATA 
TTCTTTAAAGGAAnmTAArAA 

AACTTTACACTTAATAATGTAA 
ATCTCACCATGTTCCTAGTCAA 
AAATTTACTACACAGACTCAGT 
AGCGGTAAAAGCTT (SEQ ID 
NO: 267) 
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CTP81A 


No significant match 




CCAAAGAAGTGTTTATTAACAT 
TTGGGGCCTCAGCGGGGCCA 
GAGAGGAAGTGGGTGCTAGA 

AGGCCTGCAAGACAGATCCCA 
TTGCTCAGGAGGCAGCCCAG 
ATTGCAAATGGAAGACAGGCC 
ATGGTAGCGGTAAAAGCTT 
(SEQ ID NO: 268) 


CTP85D 


Homo sapiens Rho- 
associated, coiled-coil 
containing protein kinase 1 
(ROCK 1) 


XM_008814 


AAGCTTAACGAGGAGACAGAG 

GTCATGATTCTGAGATGATTG 

GAGACCTTCAAGCTCGAATTA 

CATCCTTACAAGAGGAGGTGA 

AGCATCTCAAACATAATCTTGA 

AAGAGTGGAGGGAGAAAGGA 

AAGAAGCTCAGGACTTGCTTA 

ATCACTCGGAAAAGGAAAAGA 

ATAATTTAGAGATAGATTTAAA 

CTATAAGCTTAAATCATTACAA 

LAAUobO 1 AbAAUAAbAob 1 o 

AATGAACATAAAGTAACCAAA 
GCTCGTTTAACTGACAAACAT 
CAATCTATTGAAGAAGCAAAG 
TCTGTTGCAATGTGTG (SEQ 
ID NO: 269) 


CTP86F 


Homo sapiens 
chromodomain helicase DNA 
binding protein 3 (CHD3 


NM_001272 


AAGCTTAACGAGGACCCAAGA 
AGCAGAAGGAGAACAAGCCA 
GGAAAACCCCGAAAACGCAAG 
AAGCTTGACAGTGAGGAGGAA 

TACCGGGAGAAGTCAGAGAGT 
GGAGGCAGCGAATATGGAACT 
GGACCAGGTCGGAAACGGAG 
GCGGAAGCACAGGG (SEQ ID 
NO: 270) 


CTP87B 


nornu SapiCllo 

tetratricopeptide repeat 
domain 3 (TTC3 


XM_009760 


AAGCTTAACGAGGCATGTGAA 
AATTATGAGCAGAGAAAACTC 
AAGGGCTCAGAAGAGACCAG 
GGATCTGGAAGAAAAATTGAA 
AAG G AACTTAG AAG AAAAC AA 
GATCTCAAAGACAGAATTAGA 
TTG GTTCCTTG AAG ACTTG G A 
AAAGGAAATCAAGAAATGGCA 
ACAGGAG (SEQ ID NO: 271) 
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CTP88A 


Rattus norvegicus ribosomal 
protein L31 (Rpl31 


NM_022506 


AAGCTTAACGAGGATGAAGAT 
TCACCAAACAAGCTCTACACG 
CTCZCZTTACCTACC1TACCTCZTC 

ACCACTCTCAAAAATCTACAG 
ACTGTTAATGTGGATGAGAAC 
TAATCGCTGATTGTCAAATAAA 
GGTATAAAACTGCTCCATG 
(SEQ ID NO: 272) 


CTP89B 


Homo sapiens genomic 
DNA, chromosome 8q23, 
clone: KB1935H12 


AP003473 


CTAAAGGGCCAGATAGTAGCT 

GTGGGCTGGGGTCTCAAACT 

GTGTTGCCCACTACTCAACTC 

TGCCATTGTAATGTGAAAGTA 

GTCACAGACAAAATATAAAGA 

AATGAGTGTGACTGTGTTCCA 

ATAAAAmTTATTTAfiAAAAGC 

ATTCAGTGGGCTGGATTTGGC 

1 1 1 1 GGGCCATAATTAAATCCC 

CTCTGGTAAAATAATCACTATT 

TTAGCTGGATCATGAGTACGT 

GGAAGCTT (SEQ ID NO: 273) 






AF070622 


ACAGGTTTCATCTGAATACATA 
1 1 1 ATTAGATAAATATTAGAGG 
TTGTCACATCATCTAACTACAT 
ACAGCTTTGCAAGACTAGAAA 
TCACAATTAG 1 1 1 1 1 IGACCAG 
TTTAAAGTATGAAATGATTGCA 
TTGTACATACGATGTACAAAG 
ACGATGATGGTTTCTGTGGGA 
GTTACTTCAGGCTGCACTGGT 
GGGTGTGTTTATGTGTGTACG 
TGGAAGCTT (SEQ ID NO: 274) 


CTP92A 


No significant match 




GCACTAAATTCAAACCAATGA 

CCTCCCATGTTCTAATTCTGAT 

TGTTTAATCCAACTGGGAGGG 

TAAAPRRRARAPTPTTTRnPr 
TGTCAGTGACAAAATGG 1 1 IG 
TAAAAAAGAAAAAATAAATACG 
ATATACAAGTAAGTATAACTAG 
CACTCAAGCTT (SEQ ID NO: 
275) 


CTP92C 


Human DNA sequence from 
clone RP4-580N22 on 
chromosome 1q42.2-44 


AL1 33286 


GGGGTGTTGAAGAGCCTTGTT 
TTGTCATATTACCAGAGTTGGT 
TTTCTGGTTCCTTCTCATTTGG 
GTAGGCTCTGTCAGAGAGAAG 
GTCTAGGGCTGAAGGCTGTTG 
TTCAGATTCI 1 1 IGTCCCAAGT 
GGTGTTCCCTTGATGTAGCAC 
TCAAGCTT (SEQ ID NO: 276) 
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CTP93F 


clone RP1-211D12on 
chromosome 20q12-13.2 


Z93016 


AAGCTTGAGTGCTGTTGCTGA 
TGTACAACTTAAAAATGTGAAG 
TTTGTAGCTTTAAC I I I I IGTA 

ATAAAAAPTAATAAPAPT^PT 
A 1 MMMMMU 1 MA 1 MAUnU 1 bbU 1 

TAAGTGCTGACTTGAAATGCT 
AIM 1 ATAAAGTTTGGATGTAA 
ATAATCAATCGAGGTCAGCAG 
TTTGTATATGTAGGAGACATA 
GCTTCCTCCCTGCACCCCCCA 








1 1 1 1 1 1 lAAAAl 1 1 CZArZCZTClHT 

TCCTGTGTG 1 1 1 1 IATGTTAGA 
ATTGTTCTCCCTCCTTCCTACA 
CGTGGTCACCTTTGI 1 1 IAAAT 
AAACTGTCCTTTGG (SEQ ID 
NO: 277) 


CTP94B 


Homo sapiens clathrin, 
heavy polypeptide (He) 


NM_008305 


AAGCTTGAGTGCTGTATCCTG 

TGCI 1 1 1 1 CTGTGGGACCATT 

CCATTCAGGAGCAAAGAGCAC 

CATGATTCCAATCTTGTGTGT 

GTTTACTAACCCTTCCCTGAG 

GTTTGTGTATGTTGGATATTGT 

GGTGTTTTAGATCACTGAGTG 

TAPA<"5AAf5Af^Af5AAATTPAAA 

CAAAATATTGCTGTTCTTCAGT 
TTTGTTTGTGGAATTTGAAATT 
ACTCAAATTTAAAATAAATTAC 
TGGACTGTGG (SEQ ID NO: 
278) 


CTP99A 


No significant match 




AGCATATGTAAGATCTCTGGC 
TTGTAGAAGACAAG 1 1 IATATA 
GCACTTAAAAAACCAI 1 IGTTA 
CATTAAATGTCGAACTCAAACT 
TTTAAAGAGTATAGAGAACTAC 
AAAATGGAAAAAGGAAGCAGA 
TATACGC 1 1 IATGAGGAAATTG 
TfiTTAATGATCTCTCCTCTAAA 
AAAGGACTCTTCCCTATTATCA 
TAATGACCACACTGCCCGTCC 
TTAAAACCACTGGTCGCTGAC 
ATTATGCCGAAGCTT (SEQ ID 
NO: 279) 
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CTP100A 


COX15 (yeast) homolog, 
cytochrome c oxidase 
assembly protein, clone 
MGC:8634 


BC002382 


AACATATAAAAACATTTATTCA 

CTAGGAATAATTGTGGCAGAC 

ACAATCCAGTGAAAGCAGCTC 

AATCCTGCTCAGTTAGGCTAG 

TTGAAGAACCATACTTTAAAAA 

AAGAAAGGAAGACAGGCAAAC 

AAGTGI 1 1 1 ACAGGAGCAACA 

GACTTCAAGGTCACCCCCACA 

AGACACCCTGCACAGCAGGG 

APfSrtf^fSAPAftfSrtAfSf^ATfiAP 

CTCTTAGGGCCTGTGCCTTCG 
CAGAGGTGCTCGGCGGATGG 
GTGTGGTCTTCTTGGGTGTCT 
CCTCTTCTGTCATCTATGCCG 
AAGCTT (SEQ ID NO: 280) 


U 1 r IUOJJ 


ino signiTicani maicn 




AAGCTTCGGCATAGTTACTGT 
TTGAI 1 1 IAAGI 1 1 1 1 ATATAGT 
TCTTAGI 1 1 1 GAAGAAATCCTT 
CAAGAACAGTTTCTCTAAAGA 
GCATGI 1 1 1 AATTAAATGCTAA 

TTAATTAPP 1 1 1 PTTAftTTTTP 

1 1 AvA 1 1 nw 1 1 lull MO 1 1 1 lb 

CAATTTAGTAGGCCACTTTCAA 
TGTCTATTAAAGTGAAATAAAC 
CTTCTGAACTTAAACA 1 1 1 1 IA 
AATCGATTAAAAATTGTGTCAA 
AAKSEQ ID NO: 281) 


CTP104I 


No significant match 




AAGCI I I I I I I I I I ICAAAACG 

GATTTGTAAAAACTGTATTTCT 

TACACTGTGCACAAACC I I I IA 

TACTAAATAAATATCAAACTAC 

ATTCTTCAGAAAGATGTTTCTA 

GTAI I I I I CTTAGGTCACTTCC 

ATATGTAGTATGTACAGTGAG 

ACCACI I I I I AAAAAGCAATGA 

rTTAftttrAAAnnAACCCTAAT 

GGTTTGTTAGACCATTTCCCT 

G 1 1 1 1 1 AATTAAAAATCATAGG 

GTTGTGCTTCTGTATAAAGTTT 

GTACATTTCACAATGTAAAATA 

CTGACATT (SEQ ID NO: 282) 



122 Serial No 09/91 1,904 

Docket No. 400742000200 

pa-674125 v2 




CTP109P 


No significant match 




ATGCAACCACACGGAATTTAT 

TGAACAI 1 1 1 CACAAGTGATTT 

CATTAAAGGAAGGC 1 1 1 1 ICG 

TGCCTATATTGGTTACCATCAC 

TTTTGCCCCTATCACAATCTCA 

TGGTGTAGTCCTTGCATGTAG 

CAGGAACTCAACAAATGTCTG 

CTAAATTGACAGATGGAGCCC 

CAGACGACCTAAAACTTGCAC 

TTTAGAAGCACTTACTTCATCC 

TGAGCTATTATGAATAAGGAA 

CTCAAGTGACTGTTAAAAGCA 

TTCTACTGATGAGTTGGTAAT 

GTTCTAAAGCAACATATCTCAA 

AGGAAAGGATATTGAGTTTGT 

L> 1 UUAUC/ATAAAATCCTA 1 1 1 1 

TAAACAAAGGTACTACTTAAAA 

ATGGTCTTCCAAAGGCCTCAG 

CAGAGGTTCTAAAGAGATGTG 

ACAATATGCCGAAGCTT (SEQ 

ID NO: 283) 


CTP110A 


No significant match 




AACATATAAAAACATTTATTCA 

CTAGGAATAATTGTGGCAGAC 

ACAATCCAGTGAAAGCAGCTC 

AATCCTGCTCAGTTAGGCTAG 

TTGAAGAACCATACTTTAAAAA 

AAGAAAGGAAGACAGGCAAAC 

AAGTGI 1 1 1 ACAGGAGCAACA 

GACTTCAAGGTCACCCCCACA 

AGACACCCTGCACAGCAGGG 

AOooooAUAuLjIjAovjATGAC 

CTCTTAGGGCCTGTGCCTTCG 

CAGAGGTGCTCGGCGGATGG 

GTGTGGTCTTCTTGG GTGTCT 

CCTCTTCTGTCATCTATGCCG 

AAGCTT (SEQ ID NO: 284) 


CTP111A 

>»/ II III /V 


Nn ^innifipant matph 

liU Ol^l III llsCII 11 IlldlUIl 




AAGCTTCGGCATAAACGATCC 
ATTCTCCTCGGCCTCCCAAAG 
TGCTAAGGTTCCAGGCGTGAA 
CCACCATGCCCAGCCTGTTCT 
1 1 1 1 1 1 1 ATCTCTAGGTGGTGC 

GCATTTGTATTGGATCTA 1 1 1 1 
TTTAAATAGGGACTAAATACAG 
ACCAI 1 1 1 GTTAGAGTGAAATG 
CCAAACAAGAACGAGATTTTT 
CTCTTGGCT (SEQ ID NO: 285) 
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CTP112B 


Bos taurus peroxiredoxin 1 
mRNA 


AF305561 


CTCAGTTCAAGTTTAATAGAAA 

CAACAAAAGATCAAAAGTGAT 

GCCTTGCTACTACTGTACATAT 

CAGTTGGCCTGCCCCATAGCA 

CACCTCAGACCATCCTCTCCA 

GAGGAAGAAAGGCTGGCCTC 

CCCAACCCCTGCAGGAAAGG 

GCGGTCTTGTCCCATACCACA 

TACCACATCTGCAGAGTCTAA 

AGTCTTGTTATAAGCATGACAA 

TAGTACAAAAAAAGATTCTGTT 

TTCATGGATCCCCCACTACAG 

CCCGGACCTAAAATGGCGAG 

GCGCTCACTTCTGCTTAGAGA 

AATATTCTTTGCTCTTCTGGAC 

ATCAGG CTTG ATGGTATCACT 

GCCAGGCTTCCAGCCAGCTG 

CalaUAUAO I I OULrLrA I (jU I Ha 1 

CAGTAAACTGGAAGGCCTGAA 
CCAGTCGCAGTGTCTCATCCA 
CAGAGCGACCAACAGGAAGG 
TCGTTTACAGTGATATGCCGA 
AGCTT (SEQ ID NO: 286) 


CTP113A 


Bos taurus ribosomal protein 
L30 mRNA 


AF063243 


CTAGTTAGAGTCAGATGTTTAT 

TTAAAAATCTGATCCACTAAAA 

CTTAGCG I I I I CCACCAACTC 

GGGGTGCGGAAACCTTCACA 

GGCTTCACAATC I I I IGCTTAG 

GTGCTGCCTTTGTGGGAGCCT 

TAGCAGCAGCCATTGCTGTCT 

I I I I AGATGCTTGCTTAGCCTT 

I I I I GCTTCCTTGGCAGCCCT 

GATGGCCTGTTCTCGTTGAGC 

CTTCCTAACTTCAGGTTTCTGA 

TTCCTCTTAGCCATTATATCAG 

CAAGAGATGCCCCAGTGATGG 

P 1 P P TP A A TTT^ A P TY^ P A P 

GGCGGGTTC 1 1 1 1 CTTCTGAA 
TTTCTTCCGACTGTCCC 1 1 1 1 1 
GTGCTTTCTTCTGTAGAGGAC 
AGTCCAGTTGATATGCCGAAG 
CTT (SEQ ID NO: 287) 
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CTP115B 


Homo sapiens chromosome 
17, clone hRPK.227_G_15 


AC005899 


CTAAGGTGATATAGAAGTGGA 

CTAAGGGAGAGCCAAAGTTGG 

CAATCCCATTAATCTTACAACT 

TCCTAAATTATGGCAATCACAA 

TGCCTGCCTGAATGAATATAG 

CAAGTCCTAAAGGATGTCTTC 

TGTGAGGGCAGATGGAAGTTT 

ACTTCAACTCAACTCCATCTAC 

TATTTAAGGGAAGGATAAGTC 

nAMo I AAoAb I I AA I I A I I I OA 

ACATGGTTTGTTCCATTCATGA 
TTTAACCACACTATGGACCCC 
AGAAGCAGTTAGGTAAAAGGG 
AIM ICTAGAAGCTTAATTATG 
CCGAAGCTT (SEQ ID NO: 288) 


CTP116A 


No significant match 




AAAAGAGCATACTTATCAGTT 
GAATGGGGATAGAGG I I TTAG 
ATA I I I I CCAAAATATTTATAAA 
ACACTTCATTGTTGAGAAATCA 
CTTACAGAATGGTGGCTATCA 
AACAAATAATTATAAA I I I I IAA 
AGCACAAGTCACATG I I I IGT 
AACTCCTGTGTGAA I I IAI I I I 
AGCTGTGACATTTAATTGAAAA 
CATCAGATATG I I I I GGAAAA 
GTCTTAATTTGAGAACAACTGA 
AGGAAGTTAATCCAGAATCTA 
TATGTAGTTAGCTATTAATGAT 
GATGCTTTATTGACAGTATATT 

^PTA ATAT ATTTPTTP A TP A A A 
V3t I AA 1 A 1 A 1 1 1 U 1 1 L/A 1 oAAA 

TCTGAAGTTAAATAGTTTCGTT 
GTGGAATAGTGTCACTGTAAC 
ATTTCCCTTACGAAGTTCAATA 
AACCAGCTTTGCCATAAAAAA 
AAAAGCTT (SEQ ID NO: 289) 


CTP117B 


Homo sapiens similar to J 
KAPPA-RECOMBINATION 
SIGNAL BINDING PROTEIN 
(RBP-J KAPPA) (M. 
musculus) (LOC82995), 


XM_017740 


AAGCI 1 1 1 1 1 1 1 1 1 IAAGCIGA 
TGTCTTATGAC 1 1 1 1 IATGAGT 
CGAAATTG 1 1 1 IGATTTCAGCA 
AGTCAAATCTTGTAAAGGCCC 
GCGTAI 1 1 1 1 1 1 IAAGATTATA 
TGAAGTCTGTGCAAAAGCTTT 
AAAAAGAAATGnnTrTRPrTT 

GCCTGCAATACATGCAATGTA 
CGTTAACTTCGTCTCTGTCCT 
CAGACACTGTCCGTATTTACTT 
CCTTGI 1 1 ICCI 1 1 1 ICTTAAT 
(SEQ ID NO: 290) 
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CTP119J 


Homo sapiens SPR-2 mRNA 
for GT box binding protein 


X68560 
S52144 


CAAAAGAAAAAAAATAGTGTTT 
TATTAACTACCACACTGTTATA 
ATACACTTTAAACGTACAATAA 
GGTAGCCTTTAAATTTGAGGT 
G GTCTTAAG AATAAC AAATG A 
ACAGAATTCCAAATTTTTGAAA 
TAGGTGAACTGCTGTAGTTAT 
AGGTATACATTTAGGAAAATTG 
TATAGCI I I I ACAAGACCAGC 
AATGAAACTTTA I I I IGTACAT 
Mill I AATAATTGAAAATATAA 
ACAATAATTAAAAAATAAAAGA 
AAATACAGCATAATAAAAAACA 
TAPATTTCTCAATTAAATGTAC 
TGGATACATATAAA 1 1 IAAAGG 
GAAGAAGCAAAAAAGGAAAAT 
GGTTGATATTTAAGTGCAGAC 
TGACTACCTAGACGAAAAAAA 
AAAAGCTT ISEQ ID NO: 291) 


CTP121D 


Human ribosomal protein 
L23a 


U43701 


AAGCTTCATTCCGACGACCCA 

AGACCCTGCGTCTCCGAAGG 

CAGCCNAAATATCCTCGAAAG 

AGCGCCCCCAGGAGAAACAA 

GCTTGATCACTATGCCATCAT 

CAAGTTCCCCTTAACTACTGA 

GTCAGCCATGAAGAAAATAGA 

AGACAACAACACACTTGTGTT 

CATTGTGGATGTCAAGGCCAA 

TAAGCACCAGATCAAACAGGC 

TGTGAAGAAGCTCTATGACAT 

TGATGTGGCCAAGGTCAACAC 

CTTGATCAGGCCTGATGGAGA 

GAAGAAAGCATATGTTCGACT 

GGCTCCTGACTATGATGCTTT 

GGATGTTGCCAACAAAATTGG 

GATCATCTAAACTGAGTCCAG 

CCGGCTATAAATCTAAATATAA 

MINI I CACCAT (SEQ ID NO: 

292) 
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CTP122I 


Human mRNA for KIAA0033 
gene 


D26067 


AAGC I I I I I I I I I I I GGGAC l"G 

CTI I I GATTAATGCAGTTATCC 

AATTTAAGTG I I I I I ACTTTAA 

CTCAAAGTAAAAAGAAATTCTC 

ACATGGTAACTACTCTATTTAA 

ATGGTCCTGGAAACATTAAAC 

AGCTTTCTGCTGCTTGCTTAAT 

GGTAATACC I I IGAI I ICTTGA 

TTCTAGGACATAGCTGATTTAT 

TAGGTAAAGTACTCTGTCAATT 

TTACCTTCACCCAAGACTGTC 

ATGTTTAAAATACTTTAGCTGT 

GGGAGAAATCCTTGTCTGTTT 

TTATTGTGAGAGGAATGGTCA 

TrrTPAAAGTCTGTTTCTACTA 

CATAATGTGGACTAATTATTTT 

TTCTATCACAGTATTAACAAAT 

GGATTTATTGTAAATACAAAGA 

AGATATTAATATACTATTCTTA 

TGTC (SEQ ID NO: 293) 


CTP124B 


No significant match 




ATGGCAAAG CTGGTTTATTGA 

ACTTCGTAAGGGAAATGTTAC 

AGTGACACTATTCCACAACGA 

AATTATTTAACTTCAGATTTCA 

TGAAGAAATATATTAGCAATAT 

ACTGTCAATAAAGCATCATCAT 

TAATAGCTAACTACATATAGAT 

TCTGGATTAACTTCCTTCAGTT 

GTTCTCAAATTAAGAC 1 1 1 ICC 

AAAACATATCTGATG 1 1 1 ICAA 

TTAAATGTCACAGCTAAAATAA 

ATTCACACAGGAGTTACAAAA 

CATGTGACTTGTGCTTTAAAAA 

TTTATAATTATTTGTTTGATAG 

CCACCATTCTGTAAGTGATTTC 

TCAACAATGAAGTGTTTTATAA 

ATAI 1 1 1 GGAAAATATCTAAAA 

CCTCTATCCCCATTCAACTGAT 

AAGTATGCTC 1 1 1 lAAAAAAAA 

AAAGCTT (SEQ ID NO: 294) 
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CTP126A 


No significant match 




AAAG AAAGTAATTATG G AACTA 

GAI I I I I AACATTGTAAAATAC 

TAAATGATCCTTCAGTTGTAAG 

TTGATATATATTTGTAACCTTT 

GTGAAATTGTATCCTTATGAAA 

ATACCAC I I I I GTGGAAGAGA 

GAATCCAACTATGTAATA I I I A 

ATTAAAACAATCCATGTTTACC 

CTATCCCTGCTCAATTAAACA 

GTGTATATAGGTCTAATAATAG 

CTCTGGAGCAAC I I I IATCAT 

rtAfTTPAAATATATTAAAPAPAT 

TGATGTCTTCTTGGTATATCTG 
AAAACAAGAGGTAGAAGTCCT 
GTTGAGAGTCTTTAAAATAAAC 
TAI 1 1 1 1 ACAAATGTAAAAAAA 
AAAAGCTT (SEQ ID NO: 295) 


CTP129A 


Homo sapiens, Similar to 

cadherin 1 , type 1 , E- 
cadherin (epithelial), clone 
MGC:1151 


BC007583 


AAGCTTCATTCCGACGACCCA 

AGACCCTGCGTCTCCGAAGG 

CAGCCGAAATATCCTCGAAAG 

AGCGCCCCCAGGAGAAACAA 

GCTTGATCACTATGCCATCAT 

CAAGTTCCCCTTAACTACTGA 

GTCAGCCATGAAGAAAATAGA 

AGACAACAACACACTTGTGTT 

CATTGTGGATGTCAAGGCCAA 

TAAGCACCAGATCAAACAGGC 

TGTGAAGAAGCTCTATGACAT 

TGATGTGGCCAAGGTCAACAC 

CTTGATCAGGCCTGATGGAGA 

GAAGAAAGCATATGTTCGACT 

<"2 f5PTP PTf3 A PT ATf? ATf? PTTT 

GGATGTTGCCAACAAAATTGG 
GATCATCTAAACTGAGTCCAG 
CCGGCTATAAATCTAAATATAA 
A l 1 1 1 1 I CACCATfSEQ ID NO: 
296) 


U I r 1 O I D 


Homo sapiens similar to 
sperm auiodnuyeniu pruiciii 
17 




AAGCTTCATTCCGGGGACACA 

TAGCCAGAGAGGAGGCAAAG 

AAAATGAAAACAAATAGTCTTC 

AAAATGAGGAAAAAGAGGAAA 

ACAAGTGAGGACACTGG 1 1 1 1 

ACCTCCAGGAAACATGAAAAA 

TAATCCAAATCCATCAACCTTC 

TTATTAATGTCATTTCTTCCTG 

AGGAAGGAAGATTTGATGTTG 

TGAAATAACATTCGTTACTGTT 

GTG (SEQ ID NO: 297) 



pa-674125 v2 



Serial No 09/911,904 
Docket No. 400742000200 




CTP133B 


No significant match 




CCAAAAAGAGCCATGCCCAGA 
GGGAAAGTTGGAAACGAAAGC 
CAAG I I I I CATTTAAAAGGAAA 

CANTAAAGAGCjT 1 AGoUAGAG 
AAACTTGAACCAAAGAAAAGA 
CAGCACGCTGTTCAGAATGGT 
CAATAAGAGCCTAAAACGGTA 
CCCTCGGAATGAAGCTT (SEQ 
ID NO: 298) 


CTP134A 


No significant match 




CCAAAAAGAGCCATGCCCAGA 
GGGAAAGTTGGAAACGAAAGC 
CAAG I I I I CATTTAAAAGGAAA 
CATTAAAGAGGTTAGOOAljAG 
AAACTTGAACCAAAGAAAAGA 
CAGCACGCTGTTCAGAATGGT 
CAATAAGAGCCTAAAACGGTA 
CCCTCGGAATGAAGCTT (SEQ 
ID NO: 299) 


CTP135A 


Homo sapiens cDNA 
FLJ11508 fis, clone 
HEMBA1002162 


AK021570 


CCATCAAATGTAATTTATTTAA 
ATAACAATTCAATTGCATGTTA 

A AAA AN AN A ^TT^T A AN AN A A T" A 

AGTAAACCAGTTGTAGCAATA 

TAAAAATACAGAATTTTGAGAA 

AATCTGGCAAATTAAACCTGTA 

TCTAAATGCAGCATATTCTGTG 

ATACTACGGAATGAAGCTT 

(SEQ ID NO: 300) 


CTP143B 


No significant match 




AAGATTTCAAAGAGTGAGCAA 

ANT/"N AN A TT A AN AN A AN AN AN AN A AN A AN A 

GTGCATTAGCAGGGCAGAGA 

GAGAGGCAGCAGCAGACTCC 

CTGCTGAGCTGGGAGCCAACT 

TGGGACTCGATGCCGGGACC 

CCAGGATCATTACCCGAAGCT 

T (SEQ ID NO: 301) 


CTP144B 


No significant match 




GGGTAAATCCGTCCAGTTTAC 

TGTAAATATGCCTTTGACAAAC 

TGGTAACTCATGTCCCATCCC 

AGTCCCGAGTACTGGACCAG 

GGAAACTCCAGCCACAGTTGA 

GGGAAGGCCACCTGTTGGCT 

CTGGGGCAGCAGGTCATCCA 

fiTGGGCTTCAGGAGTCACCA 

GGCCTCTGACCAGTTCCTCCC 

CACCAAGCAGTTTCAGAGTTG 

TCCGCCAAGTCTATTTCACAC 

CTCTCGTGTATGCCGAAGCTT 

(SEQ ID NO: 302) 
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CTP145B 


No significant match 




GGACTGATAATAATAGGA I I I I 

ATTTCTAAAATTTATCTTAGAG 

CTTTCAAAGAGTATAACACACA 

GATCTTTACCACCACACCCCC 

CTTGCCTATACAGGAAACAAC 

TGCACAGACACATCAGGGCTT 
GCAGGTGCTACACAGGAATCA 
CAAATGCTGTTCCACATCATG 
TCTTCTGTTATGCCGAAGCTT 
(SEQ ID NO: 303) 


CTP148B 


Homo sapiens serine- 
threonine protein kinase 
(MNBH) 


AF1 08830 


AGCATATGTAAGATCTCTGGC 

TTGTAGAAGACAAGTTTATATA 

GCACTTAAAAAACCATTTGTTA 

CATTAAATGTCGAACTCAAACT 

TTTAAAGAGTATAGAGAACTAC 

AAAATGGAAAAAGGAAGCAGA 

TATACGCTTTATGAGGAAATTG 

totta ATd ATPTPTPPTHTAAA 
loll MA 1 or\ w i >-» i fwv 

AAAGGACTCTTCCCTATTATCA 
TAATGACCACACTGCCCGTCC 
TTAAAACCACTGGTCGCTGAC 
ATTATGCCGAAGCTT (SEQ ID 
NO: 304) 


CTP149B 


No significant match 




AGGAAGAATAAAAACATATAAA 

AACATTTATTCACTAGGAATAA 

TTGTGGCAGACACAATCCAGT 

GAAAGCAGCTCAATCCTGCTC 

AGTTAGGCTAGTTGAAGAACC 

ATACTTTAAAAAAAGAAAGGAA 

GACAGGCAAACAAGTG 1 1 1 IA 

CAGGAGCAACAGACTTCAAGG 

TCACCCCCACAAGACACCCTG 

CACAGCAGGGACGGGGACAG 

GGAGGATGACCTCTTAGGGC 

CTGTGCCTTCGCAGAGGTGCT 

CGGCGGATGGGTGTGGTCTT 

CTTGGGTGTCTCCTCTTCTGT 

CATCTATGCCGAAGCTT (SEQ 

ID NO: 305) 
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CTP150A 


No significant match 




AGCATATGTAAGATCTCTGGC 

TTGTAGAAGACAAG I I IACATA 

GCACTTAAAAAACCATTTGTTA 

CATTAAATGTCGAACTCAAACT 

TTTAAAGAGTATAGAGAACTAC 

AAAATGGAAAAAGGAAGCAGA 

TATACGCTTTATGAGGAAATTG 

Tf^TTA ATfi ATPTPTPPTPTAAA 
loll MM \ on 1 O 1 Ann 

AAAGGACTCTTCCCTATTATCA 
TAATGACCACACTGCCCGTCC 
TTAAAACCACTGGTCGCTGAC 
ATTATGCCGAAGCTT (SEQ ID 
NO: 306) 


CTP150C 


Canis familiaris 
mitochondrion 


CFU96639 


AGGATCCTCATCAATAAATAG 

ATACATACAAGAATAGCCAGA 

CTACATCAACAAAGTGTCAATA 

TCATGCAGCGGCTTCAAATCC 

GAAGTGGTGGTTTGATGTGAA 

GTGGTAGTATAGCTGTCGGAG 

GAAGCACACGATGAGGAATGT 

AoAouOAA 1 AM 1 1 Moo 1 o 1 MA 

TCCGTGAAATCCAGTGGCTAT 
AAAAAAGGTAGATCCGTATAC 
CCCATCGGAGATTGTAAAAGA 
TGTCTCATAGTATGCCGAAGC 
TT (SEQ ID NO: 307) 


CTP154A 


No significant match 




AGCATATGTAAGATCTCTGGC 

TTGTAGAAGACAAGTTTATATA 

GCACTTAAAAAACCATTTGTTA 

CATTAAATGTCGAACTCAAACT 

TTTAAAGAGTATAGAGAACTAC 

AAAATGGAAAAAGGAAGCAGA 

TATACGCTTTATGAGGAAATTG 

loll AM 1 oM 1 O 1 MMM 

AAAGGACTCTTCCCTATTATCA 
TAATGACCACACTGCCCGTCC 
TTAAAACCACTGGTCGCTGAC 
ATTATGCCGAAGCTT (SEQ ID 
NO: 308) 


CTP156J 


Human DNA sequence from 

clone RP5-975D15on 
chromosome 1p31. 3-32.2 


AL136120 


AAGCTTCGGGTAACCACTGCT 

AATAACTAAAATACTCTAACTT 

GGAATAATCGACTCCGACGTC 

TTTAI 1 1 1 1 CCAAGTTGCCTTT 

TCTTTAAAACACCTTTTTCTGA 

TTTAATACGGAATAACGGTCTT 

CI 1 1 1 CCACTCGATAACTATGG 

TGTCCTCTTGGGTTACTGCTT 

AAGAAAAGTTGGTTTGGGCCA 

TTTCG (SEQ ID NO: 309) 
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CTP161B 


Canis familiaris TCTA gene, 
AMT gene, DAG1 gene and 
BSN gene 


AJ012166 


AAGCI I I I I I I I I I I GAAGA I A 

CAAGTTAGAGTTCAATCAGTA 

CCAAAGGTAAGGAAAAATTAA 

CTCTATGTACACAGTCGAGTT 

TTATCCTGCTTAAAATTGTCAA 

GTAGAGAAAATTCTGAAAATAT 

TTATGAAAAAGCTATTCTCATG 

CTGGCAGCAATGGTTAAAATA 

AAGATATTTCCTTTATTAAAAA 

AGAAAAAGCCTAAAAAACAAC 

TTTAAATAATCAAGTTGCTGTG 

AAGTGAAAGGGTTTGAAAGTG 

ATGAAACTGAAGTTAAAAGTTC 

TCTATATGTGTG I I I IACTTTA 

AGCAAATTAGACATAGTGAAT 

AAAAI I I GAATTTTCAGACAAA 

TTATTTGC I I I I I I I I IAI I I IA 

TTTAI I I ATTCATGAGAGACAC 

AGAGAGAGAGAGGCAGAGAC 

ACAGGCAGAGGGAGAAGCAG 

GCTCCACGCAGGGAGCCCAA 

TfVrttttftAPTnGATCTGGGAAC 

TCCGGGATCAAGCCCTGAGCT 

GAAGGTAGACACTCAACCGCT 

GAGCCACCCAGGTGCCCTGA 

TTTGCI 1 1 1 1 AAAGAAGTCTCC 

CCCTTCC (SEQ ID NO: 310) 


CTP164A 


No significant match 




AAGCTTCGGCATACGGTGTGA 

GGTTACAGTCCAG I I I IGTGT 

GCTTTACTACACGGTTTGGTT 

ACAGGACTTCTGTGCATTGTA 

AAACATAAACAGCATGGAAAA 

GGTTAAATACCTGTGTGCAGA 

TTGTAAGATCTGGTCCGGACT 

TGCTGTGTATATTGTAACGTTA 

AGTGAAAAAGAACCCCCCTTT 

GTATCATAGTCATGCGGTCTT 

ATGTATGATAAACAGTTGAATA 

ATTTGTCCTCAGACTCTTTACT 

ATGCI I I I I I AAAATTAAGAAA 

AATGTAAATATAGTAAAAATCT 

TCCTATGCAATTAACCTGG 

(SEQ ID NO: 311) 
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CTP178B 


Homo sapiens mRNA for 
KIAA1524 protein 


AB040957 


AAIAAGGCI ICAICIAGAI 1 1 1 

TTTCTGTGAACTGAAGTTGGT 

CAAGGATTGTAGGCAGCAGAA 

GGCTCACAAAACGGTCAGTTG 

AGGAACAGTTAGCAGTATCTG 

CAACATCCTCAAATA 1 1 ICCTT 

GAACAACTCTAAGGCTAGAAG 

AGAACAGI 1 1 1 CTGATCTGTC 

CAGAGGTTGGTTTGACCAACG 

CAGTAGAGCCACAGTAGGTTC 

TAAACATTTAGAACGGCTTCC 

CAGAATGGTGTTGCCAGATGG 

AGACTGTTCAAATATCATCTGA 

GTGAGCACGTGGCGCAGCTG 

AGTCACTGAACAGAAGGCAAG 

AMb 1 MM 1 1 Lr 1 r\f\r\r\\s\s 1 1 1 oMM 

GAAGAATCAGGATCCTTTCCA 
TTGAGAAGACCTAATACTTGA 
CTAAGACATGAAGAAAAGTGC 
TCATACCTGGTAAGCTT (SEQ 
ID NO: 312) 


CTP179K 


No significant match 




AAGCTTACCAGGTAGAGGGAC 
TYVTTCfiAfifiTATfiRArfinACA 
CAGGAGGGCCAGGCCAAGGC 
ACGAGI 1 1 1 1 CAGTGAAGGGG 
GTAAAGCATCACAATTTAAAAT 
Gl 1 IGCAAI IAAACIGGI 1 IGT 
TAAATATC (SEQ ID NO: 313) 


CTP185C 


No significant match 




CAGCGAAGAGGCATTAAAGAT 
TCATGCCATAAGTTTATTTACA 

A A ATf^TTflTfiT AT^TT^ A ATT 

CAAGAGATTGATCCA I I I I ICA 
GAGACTGCACCTCTTAAAATG 
TTCCI I I I CACATCTGTTTAGT 
GGATCAAAAGCTT (SEQ ID 
NO: 314) 


PTP1Q7A 


Mn cinnificant matph 
inu oiyi hi ii^di 11 nicii^ii 




ATGGTGTGTGTGTGGGTTCAA 

ATAGTTTATTCACCTCTGTAGT 

GGAAAAACAAGGAGAAATAAA 

ATCTGCTTACAATGGCCAAAA 

TTTATGGAGAAGCCCTAAAGT 

TGCTTTCCCCAAATCACAAATC 

TGATTCAAGAGAAGGAAAAAA 

ATGATGAAAAACATCTCATCAC 

ACAAAACTCAGTGTGGTGTCT 

CTGATAGTCATCAGCCAGCAG 

AAGCTT (SEQ ID NO: 315) 
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CTP201B 


Homo sapiens, exostoses 
(multiple) 1, clone MGC:2129 


Don.n4 aha 


AICAI I I C AAAAA I AA I C A I I I 

AATGTTCCATAATTAAACTGTA 

CACGACCTAGTCTTGGGACAT 

AGAAGCCAGTGAGGTGAGTTT 

GGAGCAGTCCCAGGAGCCAG 

1 1 1 1 1 1 ICI 1 1 1 1 ICI 1 1 1 IGTC 
ATTCTGTTCATCTAAGATTATT 
TGGATACTTGGCACAATCTGG 
CTCTGCTGCTAAGCTT (SEQ 
ID NO: 316) 


CTP202C 


No significant match 




AGAAAAAAAATTGATAATTAGG 

TGCAGATAGAAAATATGAATTA 

GAAGAGGTTAATTCAAGTGAT 

CAGCCTGAAAGTTCAGCTTCA 

TTAGCTTTGTGGTAAATCCAC 

UAO I I OnoA I Ao I AMU I /Wvj I 

AAA I I I I AAATTTCATAAGAAT 
AAAGTAATCCCTGAAAAGAATT 
CAC I I I I I I CCCAGAAGAAGC 
TTATAATTAAAAAAAAAAAGCT 
T (SEQ ID NO: 317) 


CTP205D 


Homo sapiens similar to J 
KAPPA-RECOMBINATION 
SIGNAL BINDING PROTEIN 


aM_01 mo/ 


ATTAAGAAAAAGGAAAGCAAG 
GAAGTAAATACGGACAGTGTC 
TGAGAACAGAGACGAAGTTAA 
CGTACATTGCATGTATTGCAG 
GCAAGGCAGAGGCATTTC I I I 

I I AAAbO I I II oUAUAoAO I I O 

ATATAATCTTAAAAAAAATACG 
CGGGCCI I I ACAAGATTTGAC 
TTG CTG AAATC AAAACAATTTC 
CACTCATAAAAAGTCATAAGA 
CATCAGCTT (SEQ ID NO: 318) 


CTP206A 


Homo sapiens fatty acid 

UcoalUldoc I ^TAUO I ) 


NM_013402 


CAGGCTGGTGTTATAGGTGAA 

GATAGGCATCTCTTACAGATG 

GGGGTGGGGGCTGTTGTTAC 

TGGTGAAGATAGGCATCTAGC 

CAGAGCTGCCCAGACTCCTTC 

AGTGAGTAGATAATGTCGGCG 

AAGGCTGAGAGCAGGGGCTT 

GGACTGGTACTCTATGCCATG 

CTTGGCACACAGGGACTGCAC 

CAGGGGAGCCACTTTATGGTA 

ATTGTGTCGAGGCATCGTAAG 

CTT (SEQ ID NO: 319) 
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CTP208B 


No significant match 




CTAGAGGAAG I GC I I I I IAI I I 

TTARATnAACCAAACATATTTA 

ATATAAAAACCI 1 1 1 AATATAC 

AAACTGTAATCACAATTGCATC 

CACGTAGCAGCGAGGGAATG 

GGGTGTTGCAGGAAGCTT 

(SEQ ID NO: 320) 


CTP215B 


No significant match 




AAGCTTAGAGGCAGTAAACAG 

GAGCGTCCCCAAGAAAAAGAG 

GAAATTCTCTTCTAAGGAGGA 

GCCACTTAGCAGTGGACCTGA 

AGAGGCTGCTGGCAACAAGA 

GCGGCAGCTCCAAGAAAAAGA 

AAAAfiPTrrAGAAGCTATCCC 

AGGAAGATTAGAATGGACATT 

TTACCAGGTGGGGCAAACCCA 

CATGATTCCAAACCCACCCTT 

ATATCCCAATAAAAACAAATTC 

ACAGG (SEQ ID NO: 321) 


CTP216A 


Canis familiaris heat-shock 
protein (HSP27) 


u i yooo 


AGGCAGTTGCTTTGAACTTTAT 

TTGAGAAAAACAAAAGGTAAA 

TGTATCAAAAGAGCATACAGG 

TTAGTGTGCAGGGACGGTCAG 

TGATGGCTACTGAGGTGAGGA 

TfVTrtfSriPTAAfiPAf^fifir.TAA 

GGCCI 1 1 ACTTGGCTCCAGAC 
TGCTCCGACTTTCCAGCTTCT 
GGGCCCCCAATCTGGGCACG 
TGCCTCTAAGCTT (SEQ ID 
NO: 322) 


CTP222D 


No significant match 




AAGCTTACCAGGTGAAGAGTG 
GGGTTGTCATGACCTTGGCTA 

TY^APriPPPA^iPATTTPfSAfifiT 

GGCTCCCTCTATTCTTTAC 1 1 1 
GGGCATCATAGAAAACGTGTC 
TCTGGGGGATTAATCTTAGAG 
AAAAATAAAGCCTTTCTGCTG1 
SEQ ID NO: 323) 


CTP300B 


Homo sapiens utrophin 
(homologous to dystrophin) 
(UTRN), 


NM_007124 


CCAAGGTTCACCAAGCTTTCA 

ACAAGCACTGTTCTTCTAATAA 

TTCCTGCCACAATATATTAATT 

TCTTGTAGCCTACTCCAACGT 

TCCTCTGTCCAACGGCACACT 

GCTGTCCAGCGTTCACCAAGC 

TT (SEQ ID NO: 324) 
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r^TD'anviD 
L/ 1 roU4b 


Homo sapiens unknown 
mRNA 


ym 009911 


AAGCTTAGCAGCACAGCACAC 

CAACATATACAAACACCGAGT 

GACTACAGTACATGCCGAGGT 

AAGAAAAGTACATTCGGGGAG 

ACTATCACTGACACTCAAGCC 

ATTTTTA I I I f v f 4 AA I A I f -i I I I I d 

CTTTCACCTTTCCCAGTGCCA 
AAAAAAAAAAAACCTAGTCACA 
AATTGGAGTAAATAAGAATCG 
GTGCCAGTTGACCT (SEQ ID 
NO: 325) 


CTP306B 


No significant match 




AAGCTTCTGCTGGTATGGAAA 

GCCTTCAAGGAAGAGGGTAAT 

GAGGGGGAAGAAGTGCTGTG 

CCAAAGTGACAGCATTCAGTG 

AGGAATAAAGAAAGGAGCTCA 

GTGGTAGCAGGATGTTGAGCT 

TCCAAGAAAATCTGGTGGTGG 

TGAGAAAGTGGCTGCTGTGCA 

CTGCAAGGAAACAGAGCGATT 

AAAGAAAGAGATGTGACAGGG 

TAGGTGGAAGAGATAGCCAGA 

AGTTAGAAATGGGTTACACTG 

A A A A CZT A A ATT ATTT^ ATT A A 

ACAATAAGTAAATATACTGGG 
GATAACAAAAGCCTGATTTCT 
CCACTGTCTCAGAAGGGA 1 1 1 
GCAAGTATGG (SEQ ID NO: 
326) 


CTP308KK 


No significant match 




AAGCTTTCTCTGGATGAACAG 

TTAAATGGAACCTGGAAACCT 

CTTCCTGGGATTATTCCTTAAG 

CAAGGCAGTGTCAAAGGCAAC 

CCTCCCAGCAAGACTTCAGAA 

AACAGCTGGCAGAACTACAGG 

ATCTGGTGTCTGGTGTGTAAA 

ATACTCTCCTCCCTGTTCAAAT 

GATTCAGAACATGTGCAAAGT 

GTGCTAGC 1 1 ICATCACATATA 

CATAACAGCATTATGTATCAAG 

TTACCCTGTTCAAACAAGGAG 

CAGGCTTCCTCI 1 1 1 IGACTTA 

AATGACATGAAGTGAGAAAAA 

AAATGAGAATAACCNTCNNGG 

GAATTATAGAGGGTTATAATTC 

TATCCCNACTATTTCAATAAAA 

GCCATCACGGG (SEQ ID NO: 

327) 
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CTP309A 



No significant match 



AAGCTTTCTCTGGCTTTCCGA 

AGGTAAAACTGTTGCCGAAGT 

TGCTGCGTTACAAGAGCGTAT 

CCCAGAAACCATAAGGCTACA 

ACGCCGAAATTGGGAGCTACA 

TCAGTTTGAATCGATTCAAGAA 

GGTCATCGCTCAGGCCGTCC 

CAATACACTGACCTCAAACTAT 

CAGGCTCAAATCTTAGAGTGG 

GTCAACACAAGCCCACTCAAT 

GCAGAACAAATCCGAGTCAAA 

CTGCATGAAAAACACGGTGTG 

TCCGTGT CTGT TGAAACTCTT 

CGCAAG Mill GCGAGATTCA 

GGCATGGTCTTCAAACGCACC 

CGCCACAGCTTG (SEQ ID NO: 

328) 
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Please substitute Table 8 with Table 8 amended as follows: 



Table 8 


Band# 


Genbank Gene Name 


Accession 


Sequence 


CTP1D 


No significant match 




GACTGAGACCATTTATTCNAGA 
CACGCAGCTGACCAAGGAGTG 
AGGGAGGGACCAGGTGTGCA 
AGCTAATAAATAGAGGAGGGG 

A A ^^^^^^^^ ^^^^ A ^^^^^^^^ A 

GAGACTTCCTGGAGCTGTAGC 
CATTCAGTCTTCATTCTTCTCA 
GGCATGAAGGCATCTC I I I I CT 
GACCAAAGCTT (SEQ ID NO: 
329) 


CTP1G 


No significant match 




AAGCTTTGGTCAGCAATTATAT 

TAGTTTGCAl 1 1 lAGTGACAGG 

TGTAAGAGAAAGGCCCCTTCT 

TCCCTTACTGGGACAAATCTA 

GAAATCTTACACAGATGTGCAA 

ATAAAGCTCGCGTGGTGTTC 

(SEQ ID NO: 330) 


CTP4B 


No significant match 




GAGCAGCAGTGAGCAAAACCC 
ACGAAGTTG 1 1 1 IAAGGTTACA 
GCTATGAATAAACATTGTCCAA 
ACAATGAAGATTTAGGGCTGA 
AGAACGAGCGTATGTCTACAG 
TCGAAGCTT (SEQ ID NO: 331) 


CTP7B 


No significant match 




CAGGTGCAAGAGGTTTGTTTG 

GGAGGTAATCCTAGAAACCAC 

AGAAGGGGGTGGGGATAGGA 

GGGATGGCAGGAAAACCAGTA 

AGAACTGTGTTATTGAGAAGG 

TTATCACTGTGGACAACTGGC 

ACAGAATACACTTCAGAGCTG 

TCGCCCTGAGGGACAATGACG 

CCAAGGTC I I I I I CTCTAAGTC 

CTGTTTCTTATAGGCCGAGGG 

TGGCTCCTGGGAGCAGTAACT 

GCCAACAGTCGAAGCTT (SEQ 

ID NO: 332) 
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CTP8A 


No significant match 




AAGCTTGATTGCCCATACCTG 
AGCCATTGATATATTTGAAAAT 
TATGGCACAAATGGAAGAGAA 
CCACATTTGAAAAGCTTCCAG 
CC I I I CAACAGAAGATAACTCT 
TCTTG I I I I GCAGATTGAGCAG 

ATA A 1 1 1 PTTTT^A Af^fyiY^ATA 
A 1 MM 1 1 1 V*/ 1 1 1 1 onAOU 1 On 1 M 

GTTTCCTAAATTGGATAAAACC 
GTGGCTGCCATTATATTCACA 
GAAAATAAAATGAAAACTTCAG 
TTAATTGTGGATTTG (SEQ ID 
NO: 333) 


CTP17G 


No significant match 




CATAIAIAI ICI 1 1 1 1 IAI 1 ICI 

TGTTATACCTTCCCAAAACAGA 

GACATTCAACAGTAGTTAGAAT 

GGCCATCTCCCAACAI 1 1 1 AAA 

AAAACTGCACCCCCCAATGGG 

TGAACAAAGTAAAGAGTAGTAA 

CCTAGAGTTCAGCTGAGTAAG 

CCACTGTGGAGCCTTAAGTGG 

TGAGGTCTTCCAATTTCAGAGT 

GATGTGTCTTCAACTTGTATCA 

TCAI 1 1 IAGCGGTAAAAGCTT 

(SEQ ID NO: 334) 


CTP18B 


No significant match 




CCAAAGAAGTGTTTATTAACAT 
TTGGGGCCTCAGCGGGGCCA 
GAQjAooAAIj 1 ooo 1 1 AoA 
GGCTCCTGAGGCTCAGGGCAA 
GGCCTGCAAGACAGATCCCAT 
TGCTCAGGAGGCAGCCCAGAT 
TGCAAATGGAAGACAGG (SEQ 
ID NO: 335) 


CTP25D 


No significant match 




AAGCTTGCACCATATATATAAC 
TCTTGGGCAGAGGGTCTGGCA 
TACATAAGTAGATACTCAGAAA 
TATCTGTTGGATTGTGTTGATT 
TAATTAI 1 1 1 IGTGTTGCTTCTT 
TTAAAGATGAGCAC 1 1 ICTAT I 
AGATA 1 1 1 1 1 1 1 GATCAAAAAA 
AAGATAI 1 1 1 1 1 IGATCATACA 
GATTTAAGCAGGAI 1 1 1 IATTA 
ATTCGTTTCTCTTCCTGGTTGG 
(SEQ ID NO: 336) 


CTP31A 


No significant match 




GGGGCAGATAAAAACACTTAA 

TGTAAAATTTACCCTCTCAGAA 

AAAI 1 1 CCAGTATGCTATACGG 

TATCACTAACTATAGTCACTAT 

AGTATACAGTAGATCCCTAGG 

ATTTATTCATGATGTACAGTCG 

AAGCTT (SEQ ID NO: 337) 
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CTP36A 


No significant match 




CAAGI 1 1 IACCAI IGI 1 1 IAAI 1 

ATTGAAACAAAATTAACGTAAG 

TAGAATCATGTGCAACAGTGT 

CTCTAACATATGGAAGAGGTA 

AATATGAA 1 1 1 1 ATACAATAAG 

GTATATTATCCACTGTAACAAA 

TTTCCAATAATTTGGCATTTAT 

CI 1 1 CACAAAATGTCTCCCAAA 

TTrTAAGCAAAGTATGCAAATT 

GGAGATTAACTCTAAACAGGC 

ATAATTATCTTCTTATCCAGTTT 

TTCTGAAGAGACTGAAGAGTT 

CAGGTCTGACCAAAGCTT 

(SEQ ID NO: 338) 


CTP47G 


No significant match 




AAGCTTGCACCATACTCCTCCT 
CTACATATGCTCCCAAATTACC 
TTCTAAAAAGGCTGTATTAATT 
TACTTTCACCAGTAGTATTATG 

CTTT 1 AAAATTCACTATG AGCA 
ATCTTTAAATCATGTACTAAAT 
CTTATAGGCAAAGAATAGGGC 
CTTGCCCCTGCCCCTGTT 
(SEQ ID NO: 339) 


CTP50A 


No significant match 




A 1 1 CC 1 1 1 1 CCAAGGACCTCTC 
TTPTATfiTfiATrACTGAGTAAG 
TTCAGTCACTCCCATCATCTCT 
AGATTGGAGATTTCCAAATTTA 
TGGCCTTTCCTAACTTTGAAGT 
CCTTATTTCTAACTGCCTACTA 
AGCTT (SEQ ID NO: 340) 


CTP52B 


No significant match 




AAGCTTAGTAGGCAATAATAGA 
GAAGTAGAAATTGAATGTGGA 
ACATTAACCATTAAAAATCATA 
CI 1 1 1 GAATGTGCTGAGGTCAT 
fiAATTfil 1 1 1 1 ACCTTCTTTGT 
AATTTGTGI 1 1 1 ICAGAI 1 1 ICT 
GTAGTTAGCATATATTCTATAA 
TCAGAAAAAGATGCTTCAAGTT 
Tl 1 IGCAGATTTCACAGAATTT 
TGTTT (SEQ ID NO: 341) 


CTP53A 


No significant match 




AAACAAAATTCTGTGAAATCTG 

CAAAAAACTTGAAGCATC I I I I 

TCTGATTATAGAATATCTGCTA 

ACTACAGAAAATCTGAAAAACA 

CAAATTACAAAGAAGATAAAAA 

CAATTCATGACCTCAGCACATT 

CAAAAGTATGATTTTTAATGGT 

TAATGTTCCACATTCAATTTCT 

ACTTCTCTATTATTGCCTACTA 

AGCTT (SEQ ID NO: 342) 
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PTP^ftA 

V-/ 1 r>JOr\ 


ino signiTicani ma ten 




AATTGTCACGAACAGGGCTGA 

CTGACACTGCAGTGTGTCCTT 

GTTTGTTGATCCCTGATCTAGG 

CCTCGGCI 1 1 1 CAAACTGCAG 

TTGATCAAACTGGGATATGCTT 

L/OoU 1 oAA 1 0 1 bL 1 L.TCTGGT 

GCTTCTCTTTAATCG 1 1 1 1 CTC 

CTTAAATGGGTTACTTTCTTAC 

TAGGAAAAAAAAAATGTTCCAC 

CTCTGGAATTAACGTTGAGAA 

GCTT (SEQ ID NO: 343) 


CTP62A 


No significant match 




AAGCTTCGACTGTCGCATCAA 
TGAATGI 1 1 lAAGTAATAACTT 
TGCTGGTTATCAGCTTGATGG 
TGCATTAAI 1 1 IATGGCTCATT 
TCCTTTAI 1 1 1 GACCATTGTCG 
GATTCTTCAI 1 1 IATATTGGAC 
GATCCCCAATCGAACGGTACC 
AAI 1 1 1 1 1 CAGCTGTGATTGCG 
G CATGTTTCAACGCG ACCGTT 
I I IGAAAI 1 1 IAAAACATTTATT 
TGGCTGGGTCATGAGTAATTT 
CACCAGCTATGAAATCGTTTAT 
GGTGCl I I 1 GCAGCAGTTCCT 
ANN 1 CTACTTTGGATCTATCT 
GTCTTGGAATATCAI 1 1 IATTG 
GGTGTAGAAGTGAGTTATGCA 
CTCACCGCCTTCCATTCTGGT 
(SEQ ID NO: 344) 


CTP63A 


No significant match 




AGAATCAAGCCACCAGGTGTT 

TATTTTTGCACTATAAATAGAG 

TTCCCTAGTCCCAI 1 1 IGTTAC 

ATAATATATGAGATAACAGAGA 

ACCTAAAATTCATTTG GTGAAA 

ATCAAGTGTGTAGTATACCTAA 

ATACCAATGAGCTAGTAAGACT 

CTAACAGCAACAGAGTCCTTTA 
TGAAAATAATTTCAGAACCACA 
ACGCATTCTCTGATGGTGCATT 
CCCCTGGGACAGTCGAAGCTT 
(SEQ ID NO: 345) 



pa-674125 v2 



141 



Serial No 09/911,904 
Docket No. 400742000200 



O «3 "3 :l I, «3 O H- . O 4- O *3 O S 



CTP64B 


No significant match 




CAICGCAUAOAI 1 IAI 1 1 IAC3I 
TTTGTTAATTTCAAATATTCATT 
AACCTCTTGTATCAGATTTAAG 
GCAGAGAAAAGATACACGCCC 

TAGATAGTGTAGTCCACCCTG 
GGTTCCACCAGGGAGACCTCA 
CCCGAGATGACAGGTCCGGTT 
GCTGGTGCACAGTCGAAGCTT 
(SEQ ID NO: 346) 


CTP70A 


No significant match 




AAGCTTAGTAGGCACGCAATA 

AATAGGAGAATGAATCAGAGT 

CCTCCAACGCGTCCTCCCTAA 

TGTCCCTTTGAGCTGCCTCCT 

CTTCCACTCTGCCTCAGCTTGT 

CCATGTCACTTCGCTCCAGAG 

CAGCCGCAAGAGCATCTTAAC 

APPTTYVTf^PPTTSAAPTPTPT 
nUL< 1 lol OOOu 1 unnO 1 O 1 O 1 

CCCATCCTCCACTGTACAGTG 
ATATGACTGAAACCTCATTTAA 
CCI 1 1 1 AGAACTACCAGGAGG 
AGGTTCCCAAGGATCCCAGG 
(SEQ ID NO: 347) 


CTP72B 


No significant match 




CCAI 1 1 1 IGCICI IAAAGAUCA 
TCTTAAGTGAGAGATCATGACA 
ATCTTTGGCCACTCCAGGI 1 1 1 
CTCATCTACTACATGATCTGTT 

f^PAAPAATAAftf^ATTRAAAT 

TAAAGGTCTCCAGAAG 1 1 1 IAT 
CTGGGGTCTGTGATTGAAAAG 
AAGGAAAATGAGATGAGAGAC 
TGCCTACTAAGCTT (SEQ ID 
NO: 348) 


CTP73B 


No significant match 




CCCATAAGAAACATCTTTAAAA 

CATTCAGAATACTCAGGATAAT 

CAAGGCTAATATTCCTATAAAT 

TCCTTACGTGTATTATGTACAT 

TCAGAAAAGTGTAAATTACTCA 

AATATTATACTCAAAACCCCTT 

ATAGTCTGCTAACTTGCATGTA 

GAAACATCTGAAGTAACATGCT 

GCCTACTAAGCTT (SEQ ID NO: 

349) 
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CTP74A 


No significant match 




AAGCTTAGTAGGCATCAATTG 

GATCCTTTCCTATGTTGAAATG 

GAAGAATTAATGAGCTTACATT 

a ATTAINT ATTY5TAATT5TfVrAAA 
A/\ I I flu 1 r\ 1 IUI /AAA IOIUI aatva 

GGAAGCCCAGCAAAATTTTTT 
GAAAACTTGATGATCCCAACG 
TATTTACCATTGTATGTTAAAG 
CAAAATAAATCACCATTTTTTTA 
(SEQ ID NO: 350) 


CTP75C 


No significant match 




AAfirTTrTCAACGGCCTCCAC 
CTCCTTTCTGCCCTCACAGCC 
TCCTGGCTCTGGCCCAAAAAG 
TGATTCATTTGTAAATTATCAT 
GGTTT 1 CTGCATTAAAATGGCC 
ATTTCTGG (SEQ ID NO: 351) 


CTP76B 


No significant match 




AAGCTTTTACCGCCATCTTGG 

CTCCTGTGGAGGCCTGCTGGG 

ACCAGGACTCCTAAAGCGACG 

ANTTTTTNTGGAAGGCTTTGGT 

CCAAGGCCATTTTTGCCGGCT 

ATAAACGGGGTCTCCGGAACC 

AAAGGGAGCACACAGCTCTTC 

TTAAAATTGAAGGTGTTTACGC 

CCGAGATGAAACAGAATTCTAT 

TTGGGCAAGAGATGCGCTTAT 

GTATATAAAGCAAAAGAACAAC 

ACAGTCACTCCTGGCGGCAAA 

CCAAACAAAACCAG N AGTCAT 

CTGGGGAAAAGTAACTCTGGG 

CCCATGGAAACAAGTGGCATG 

NGTTCCGTGCCAAATTCCGAA 

<^P A ATMTTPPTfiPTAATGCCAT 

TGGACACAGAATCCGAGTGAT 

GCTGTACCCCTCANAGGATTT 

AAAACTAACGAANAANCAATAA 

ATAAATGTGGATTTGCGNTCTT 

NGG (SEQ ID NO: 352) 


CTP77D 


No significant match 




CAAI IGGI 1 IAGI 1 1 IAI 1 IUA 

AAATTGTACAAAATGGCCATAA 

GCGGCTATAAAAAATTTCGTTT 

TCGGAACACGTGGAAATTCAG 

AAAGAACAACAAAGCAGGTTA 

TCATTTCACAGTGTAATGGAAA 

AGCTCTCTCTGAGGCAGGAAT 

CACAACTCTTCCTTCTTCTTCC 

CCAGTCTCTCGTGGTCTCCTT 

CCCGGAGCGCTCGAATGAAAC 

TGGTAAACCCCGATTCCGTCC 

GATCGC (SEQ ID NO: 353) 
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CTP79B 


No significant match 




CATATATA I ICI I I I I IAI I 1 0 1" 

TGTTATACCTTCCCAAAACAGA 

GACATTCAACAGTAGTTAGAAT 

GGCCATCTCCCAACAI I I I AAA 

AAAACTGCACCCCCCAATGGG 

TGAACAAAGTAAAGAGTAGTAA 

CCTAGAGTTCAGCTGAGTAAG 

CCACTGTGGAGCCTTAAGTGG 

TGAGGTCTTCCAATTTCAGAGT 

GATGTGTCTTCAACTTGTATCA 

TCAI I I I AGCGGTAAAAGCTT 

(SEQ ID NO: 354) 


CTP81A 


No significant match 




CCAAAGAAGTGTTTATTAACAT 

TTGGGGCCTCAGCGGGGCCA 

GAGAGGAAGTGGGTGCTAGA 

GGCTCCTGAGGCTCAGGGCAA 

GGCCTGCAAGACAGATCCCAT 

TGCTCAGGAGGCAGCCCAGAT 

TGCAAATGGAAGACAGGCCAT 

GGTAGCGGTAAAAGCTT (SEQ 

ID NO: 355) 


CTP92A 


No significant match 




GCACTAAATTCAAACCAATGAC 

CTCCCATGTTCTAATTCTGATT 

GTTTAATCCAACTGGGAGGGT 

AAACGGGAGACTCTTTGGCCT 

GTCAGTGACAAAATGGTTTGTA 

AAAAAGAAAAAATAAATACGAT 

ATACAAGTAAGTATAACTAGCA 

CTCAAGCTT (SEQ ID NO: 356) 


CTP99A 


No significant match 




AGCATATGTAAGATCTCTGGCT 

TGTAGAAGACAAGTTTATATAG 

CACTTAAAAAACCATTTGTTAC 

ATTAAATGTCGAACTCAAACTT 

TTAAAGAGTATAGAGAACTACA 

AAATGGAAAAAGGAAGCAGAT 

ATACGCTTTATGAGGAAATTGT 

fVTTA ATfZ ATPTPTOPTPTA AAA 

AAGGACTCTTCCCTATTATCAT 
AATGACCACACTGCCCGTCCT 
TAAAACCACTGGTCGCTGACA 
TTATGCCGAAGCTT (SEQ ID 
NO: 357) 
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AAGCTTCGGCATAGTTACTGTT 
TGAI 1 1 IAAGI 1 1 1 1 ATATAGTT 
CTTAGI 1 1 1 GAAGAAATCCTTC 
AAGAACAGTTTCTCTAAAGAGC 
ATG 1 1 1 1 AATTAAATG CTAATTA 

ATTAff 1 1 1 PTTAfS 1 1 1 1 PPAAT 

TTAGTAGGCCACTTTCAATGTC 
TATTAAAGTGAAATAAACCTTC 
TGAACTTAAACA 1 1 1 1 IAAATC 
GATTAAAAATTGTGTCAAAAT 
(SEQ ID NO: 358) 


CTP104I 


No significant match 




AAGCI 1 1 1 1 1 1 1 1 1 ICAAAACG 
GAI 1 1 GTAAAAACTGTATTTCT 
TACACTGTGCACAAACC 1 1 1 IA 
TACTAAATAAATATCAAACTAC 
ATTCTTCAGAAAGATGTTTCTA 
GTAI 1 1 1 1 CTTAGGTCACTTCC 
ATATGTAGTATGTACAGTGAGA 
CCACTTTTTAAAAAGCAATGAC 

1 1 AbbU/W\UOnAOOU 1 AM 1 o 

GTTTGTTAGACCATTTCCCTGT 
1 1 1 1 AATTAAAAATCATAGGGT 
TGTGCTTCTGTATAAAGTTTGT 
ACATTTCACAATGTAAAATACT 
GACATT (SEQ ID NO: 359) 


CTP109P 


No significant match 




ATGCAACCACACGGAATTTATT 

GAACAI 1 1 ICACAAGTGATTTC 

ATTAAAGGAAGGCI 1 1 1 ICGTG 

CCTATATTGGTTACCATCACTT 

TTGCCCCTATCACAATCTCATG 

GTGTAGTCCTTGCATGTAGCA 

GGAACTCAACAAATGTCTGCT 

AAATTGACAGATGGAGCCCCA 

GACGACCTAAAACTTGCACTTT 

AGAAGCACTTACTTCATCCTGA 

GCTATTATGAATAAGGAACTCA 

AGTGACTGTTAAAAGCATTCTA 

CTGATGAGTTGGTAATGTTCTA 

AAGCAACATATCTCAAAGGAAA 

fiftATATTGAGTTTGTCTCCACC 

ATAAAATCCTA 1 1 1 1 1 AAACAAA 

GGTACTACTTAAAAATGGTCTT 

CCAAAGGCCTCAGCAGAGGTT 

CTAAAGAGATGTGACAATATG 

CCGAAGCTT (SEQ ID NO: 360) 
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CTP110A 


No significant match 




AACATATAAAAACATTTATTCA 

CTAGGAATAATTGTGGCAGAC 

ACAATCCAGTGAAAGCAGCTC 

AATCCTGCTCAGTTAGGCTAG 

TTGAAGAACCATACTTTAAAAA 

AAGAAAGGAAGACAGGCAAAC 

AAGTG I I I I ACAGGAGCAACA 

GACTTCAAGGTCACCCCCACA 

AGACACCCTGCACAGCAGGGA 

pfsrsr^APARfif^AfifiATGACC 

vOOOOnvnOOonwn i 

TCTTAGGGCCTGTGCCTTCGC 
AGAGGTGCTCGGCGGATGGG 
TGTGGTCTTCTTGGGTGTCTC 
CTCTTCTGTCATCTATGCCGAA 
GCTT (SEQ ID NO: 361) 


CTP111A 


No significant match 




AAGCTTCGGCATAAACGATCC 
ATTCTCCTCGGCCTCCCAAAG 
TGCTAAGGTTCCAGGCGTGAA 
CCACCATGCCCAGCCTGTTCT 
I I I I I I I ATCTCTAGGTGGTGC 

TOTrPAPPTPTACTAr5AAATA 
I U I UUnbU 1 o 1 no 1 nbnnM 1 r\ 

GCATTTGTATTGGATCTAI 1 1 1 
TTTAAATAGGGACTAAATACAG 
ACCATTI 1 GTTAGAGTGAAATG 
CCAAACAAGAACGAGA 1 1 1 1 IC 
TCTTGGCT (SEQ ID NO: 362) 


CTP116A 


No significant match 




AAAAGAGCATACTTATCAGTTG 

AATGGGGATAGAGG 1 1 1 IAGA 

TATl 1 1 CCAAAATATTTATAAAA 

CACTTCATTGTTGAGAAATCAC 

TTACAGAATGGTGGCTATCAAA 

CAAATAATTATAAATTTTTAAAG 

CACAAGTCACATG 1 1 1 IGTAAC 

TCCTGTGTGAATTTA 1 1 1 IAGC 

TGTGACATTTAATTGAAAACAT 

CAGATATG 1 1 1 1 GGAAAAGTCT 

TAATTTGAGAACAACTGAAGGA 

AGTTAATCCAGAATCTATATGT 

AGTTAGCTATTAATGATGATGC 

TTTATTGACAGTATATTGCTAA 

TATATTTCTTCATGAAATCTGA 

AGTTAAATAGTTTCGTTGTGGA 

ATAGTGTCACTGTAACATTTCC 

CTTACGAAGTTCAATAAACCAG 

CTTTGCCATAAAAAAAAAAGCT 

T (SEQ ID NO: 363) 
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CTP124B 


No significant match 




AIGGCAAAGCIGGI I IAI IGAA 

CTTCGTAAG GGAAATGTTACA 

GTGACACTATTCCACAACGAA 

ATTATTTAACTTCAGATTTCAT 

GAAGAAATATATTAGCAATATA 

CTGTCAATAAAGCATCATCATT 

AATAGCTAACTACATATAGATT 

CTGGATTAACTTCCTTCAGTTG 

TTCTCAAATTAAGAC I I I I CCA 

AAACATATCTGATG I I I I CAAT 

TAAATGTCACAGCTAAAATAAA 

TTCACACAGGAGTTACAAAACA 

TGTGACTTGTGCTTTAAAAATT 

TATAATTATTTGTTTGATAGCC 

APPATTPTfyrAAfyiY^A I I I PTP 

AACAATGAAGTGTTTTATAAAT 
AIM 1 GGAAAATATCTAAAACC 
TCTATCCCCATTCAACTGATAA 
GTATGCTCI 1 1 lAAAAAAAAAA 
AGCTT (SEQ ID NO: 364) 


CTP126A 


No significant match 




AAAGAAAGTAATTATG G AACTA 

GAI 1 1 1 IAACATTGTAAAATAC 

TAAATGATCCTTCAGTTGTAAG 

TTGATATATA 1 1 IGIAACCI 1 1 

GTGAAATTGTATCCTTATGAAA 

ATACCACI 1 1 1 GTGGAAGAGA 

GAATCCAACTATGTAATATTTA 

ATTAAAACAATCCATGTTTACC 

CTATCCCTGCTCAATTAAACAG 

TGTATATAGGTCTAATAATAGC 

TCTGGAGCAAC 1 1 1 IATCATGA 

f5TP A A AT AT ATT A A AP AP ATTft 

ATGTCTTCTTGGTATATCTGAA 
AACAAGAGGTAGAAGTCCTGT 
TGAGAGTC 1 1 1 AAAATAAACTA 
TTTTTACAAATGTAAAAAAAAA 
AAGCTT (SEQ ID NO: 365) 


CTP133B 


No significant match 




CCAAAAAGAGCCATGCCCAGA 
GGGAAAGTTGGAAACGAAAGC 
CAAGI 1 1 1 CATTTAAAAGGAAA 

PANTAAAfSAfSfVTTARPPAfSAfS 

AAACTTGAACCAAAGAAAAGA 
CAGCACGCTGTTCAGAATGGT 
CAATAAGAGCCTAAAACGGTA 
CCCTCGGAATGAAGCTT (SEQ 
ID NO: 366) 
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CTP134A 


No significant match 




CCAAAAAGAGCCATGCCCAGA 
G GGAAAGTTGG AAACG AAAGC 
CAAGI I I I C ATTTAAAAG G AAA 

AAACTTG AAC C AAAG AAAAG A 
CAGCACGCTGTTCAGAATGGT 
CAATAAGAGCCTAAAACGGTA 
CCCTCGGAATGAAGCTT (SEQ 
ID NO: 367) 


CTP143B 


No significant match 




AAGATTTCAAAGAGTGAGCAA 

PTPPATTArrAPPrPAPA^Ar 

o I bOA I I AbOAbbbUAbAbAb 

AGAGGCAGCAGCAGACTCCCT 
GCTGAGCTGGGAGCCAACTTG 
GGACTCGATGCCGGGACCCC 
AGGATCATTACCCGAAGCTT 
(SEQ ID NO: 368) 


CTP144B 


No significant match 




GGGTAAATCCGTCCAGTTTAC 

TGTAAATATGCCTTTGACAAAC 

TGGTAACTCATGTCCCATCCC 

AGTCCCGAGTACTGGACCAGG 

GAAACTCCAGCCACAGTTGAG 

GGAAGGCCACCTGTTGGCTCT 

GGGGCAGCAGGTCATCCAGT 

PrTPTTrArT'ArTOAPf APPf 

ubuO I I UAooAo I ^AUUAbuli 

CTCTGACCAGTTCCTCCCCAC 
CAAGCAGTTTCAGAGTTGTCC 
GCCAAGTCTATTTCACACCTCT 
CGTGTATGCCGAAGCTT (SEQ 
ID NO: 369) 




l\U oiyilMIUctflL IlldlUIl 




GGAC I GA I AA I AA I AGGA I I I I 

ATTTCTAAAATTTATCTTAGAG 

CTTTCAAAGAGTATAACACACA 

GATCTTTACCACCACACCCCC 

CTTGCCTATACAGGAAACAAC 

PAAf^TTf^Tf^Af^AAPA I I I ATP A 

TGCACAGACACATCAGGGCTT 
GCAGGTGCTACACAGGAATCA 
CAAATGCTGTTCCACATCATGT 
CTTCTGTTATGCCGAAGCTT 
(SEQ ID NO: 370) 
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CTP149B 


No significant match 




AGGAAGAATAAAAACATATAAA 

AACATTTATTCACTAGGAATAA 

TTGTGGCAGACACAATCCAGT 

GAAAGCAGCTCAATCCTGCTC 

AGTTAGGCTAGTTGAAGAACC 

ATACTTTAAAAAAAGAAAGGAA 

GACAGGCAAACAAGTG UNA 

CAGGAGCAACAGACTTCAAGG 

TCACCCCCACAAGACACCCTG 

CACAGCAGGGACGGGGACAG 

(jvjAvjVjA 1 oAOO 1 0 1 1 AooGCC 

TGTGCCTTCGCAGAGGTGCTC 

GGCGGATGGGTGTGGTCTTCT 

TGGGTGTCTCCTCTTCTGTCAT 

CTATGCCGAAGCTT (SEQ ID 

NO: 371) 


CTP150A 


No significant match 




AGCATATGTAAGATCTCTGGCT 

TGTAGAAGACAAGTTTACATAG 

CACTTAAAAAACCATTTGTTAC 

ATTAAATGTCGAACTCAAACTT 

TTAAAGAGTATAGAGAACTACA 

AAATGGAAAAAGGAAGCAGAT 

ATACGCTTTATGAGGAAATTGT 

GTTAATGATCTCTCCTCTAAAA 

AAGGACTCTTCCCTATTATCAT 

AATGACCACACTGCCCGTCCT 

TAAAACCACTGGTCG CTG ACA 

TTATGCCGAAGCTT (SEQ ID 

NO: 372) 


CTP154A 


No significant match 




AGCATATGTAAGATCTCTGGCT 

TGTAGAAGACAAGTTTATATAG 

CACTTAAAAAACCATTTGTTAC 

ATTAAATGTCGAACTCAAACTT 

TTAAAGAGTATAGAGAACTACA 

AAATGGAAAAAGGAAGCAGAT 

ATACGCI 1 lATGAGGAAATTGT 

f5TTA ATC ATPTPTPPTPTA AAA 
O 1 1 MM 1 V3M lOIV^I 1 O 1 MMMM 

AAGGACTCTTCCCTATTATCAT 
AATGACCACACTGCCCGTCCT 
TAAAACCACTGGTCGCTGACA 
TTATGCCGAAGCTT (SEQ ID 
NO: 373) 
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CTP164A 


No significant match 




AAGCTTCGGCATACGGTGTGA 

GGTTACAGTCCAG 1 1 1 1 GTGT 

GCTTTACTACACGGTTTGGTTA 

CAGGACTTCTGTGCATTGTAAA 

ACATAAACAG CATGGAAAAGG 

TTAAATACCTGTGTGCAGATTG 

TAAGATCTGGTCCGGACTTGC 

TGTGTATATTGTAACGTTAAGT 

GAAAAAGAACCCCCCTTTGTAT 

CATAGTCATGCGGTCTTATGTA 

Tr»ATA A A/^AP T — 1"/"* A ATA A 1 1 IP 

1 GA 1 AAAOAG 1 1 GAA 1 AAMTG 
TCCTCAGACTCTTTACTATGCT 
1 1 1 1 1 AAAATTAAGAAAAATGTA 
AATATAGTAAAAATCTTCCTAT 
GCAATTAACCTGG (SEQ ID 
NO: 374) 


CTP179K 


No significant match 




AAGCTTACCAGGTAGAGGGAC 
TGTTGGAGGTATGGACGCACA 
CAGGAGGGCCAGGCCAAGGC 
ACGAGI 1 1 1 ICAGTGAAGGGG 
GTAAAGCATCACAATTTAAAAT 
GTTTGC AATTAAACTG GTTTGT 
TAAATATC (SEQ ID NO: 375) 


CTP185C 


No significant match 




CAGCGAAGAGGCATTAAAGAT 
TCATGCCATAAG 1 MAM IACA 
AAUA lol Hj 1 Lj 1 A Hj 1 1 (jAA 1 1 

CAAGAGATTGATCCAI M M CA 
GAGACTGCACCTCTTAAAATGT 
TCCI 1 1 ICACAICIGI 1 IAGTG 
GATCAAAAGCTT (SEQ ID NO: 
376) 




no signiiicani maicn 




ATGGTGTGTGTGTGGGTTCAA 

ATAGTTTATTCACCTCTGTAGT 

GGAAAAACAAGGAGAAATAAA 

ATCTGCTTACAATGGCCAAAAT 

TTATGGAGAAGCCCTAAAGTT 

riPTTTPprpAA ATrAPAAATPT 
1 1 1 OOUUMMM 1 UnUMMA 1 U 1 

GATTCAAGAGAAGGAAAAAAA 
TGATGAAAAACATCTCATCACA 
CAAAACTCAGTGTGGTGTCTC 
TGATAGTCATCAGCCAGCAGA 
AGCTT (SEQ ID NO: 377) 
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PTP9H9P 


ino signiiicani maicn 




AGAAAAAAAATTGATAATTAGG 

TGCAGATAGAAAATATGAATTA 

GAAGAGGTTAATTCAAGTGAT 

CAGCCTGAAAGTTCAGCTTCA 

TTAGCTTTGTGGTAAATCCACC 

AO 1 1 OACaATAGTAACTAAAGTA 

AAIII 1 AAATTTCATAAGAATAA 

AGTAATCCCTGAAAAGAATTCA 

CTTTTTTCCCAGAAGAAGCTTA 

TAATTAAAAAAAAAAAG CTT 

(SEQ ID NO: 378) 


CTP208B 


No significant match 




CTAGAGGAAGIGCI 1 1 1 IAI 1 1 

T 1 1 A /""V A T/-N A A A A A A TATTT A 

TTAGATCAACCAAACATATTTA 
ATATAAAAACCI 1 1 1 AATATACA 
AACTGTAATCACAATTGCATCC 
ACGTAGCAGCGAGGGAATGG 
GGTGTTGCAGGAAGCTT (SEQ 
ID NO: 379) 


CTP215B 


No significant match 




AAGCTTAGAGGCAGTAAACAG 

GAGCGTCCCCAAGAAAAAGAG 

GAAATTCTCTTCTAAGGAGGA 

GCCACTTAGCAGTGGACCTGA 

AGAGGCTGCTGGCAACAAGAG 

CGGCAGCTCCAAGAAAAAGAA 

A A A^^T^A/^A A^TAT^OOA 

AAAoO 1 OuAIjAAIjOTATCCCA 
GGAAGATTAGAATGGACA 1 TTT 
ACCAGGTGGGGCAAACCCACA 
TGATTCCAAACCCACCCTTATA 
TCCCAATAAAAACAAATTCACA 
GG (SEQ ID NO: 380) 


CTP222D 


No significant match 




AAGCTTACCAGGTGAAGAGTG 
GGGTTGTCATGACCTTGGCTA 

GGCTCCCTCTATTCTTTACTTT 
GGGCATCATAGAAAACGTGTC 
TCTGGGGGATTAATCTTAGAG 
AAAAATAAAGCCTTTCTGCTG 
(SEQ ID NO: 381) 
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CTP306B 


No significant match 




AAGCTTCTGCTGGTATGGAAA 

GCCTTCAAGGAAGAGGGTAAT 

GAGGGGGAAGAAGTGCTGTG 

CCAAAGTGACAGCATTCAGTG 

AGGAATAAAGAAAGGAGCTCA 

GTGGTAGCAGGATGTTGAGCT 

TCCAAGAAAATCTGGTGGTGG 

TGAGAAAGTGGCTGCTGTGCA 

CTGCAAGGAAACAGAGCGATT 

AAAGAAAGAGATGTGACAGGG 

TAGGTGGAAGAGATAGCCAGA 

Ao I 1 AoAAA 1 ubu 1 1 AUAU 1 

AAGAAGTAAATTATTTGATTAA 
ACAATAAGTAAATATACTGGGG 
ATAACAAAAGCCTGATTTCTCC 
ACTGTCTCAGAAGGGATTTGC 
AAGTATGG (SEQ ID NO: 382) 


CTP308KK 


No significant match 




AAGCTTTCTCTGGATGAACAGT 

TAAATGGAACCTGGAAACCTC 

TTCCTGGGATTATTCCTTAAGC 

AAGGCAGTGTCAAAGGCAACC 

CTCCCAGCAAGACTTCAGAAA 

ACAGCTGGCAGAACTACAGGA 

TCTGGTGTCTGGTGTGTAAAAT 

ACTCTCCTCCCTGTTCAAATGA 

TTCAGAACATGTGCAAAGTGT 

GCTAGCTTTCATCACATATACA 

TAACAGCATTATGTATCAAGTT 

ACCCTGTTCAAACAAGGAGCA 

GGCTTCCTCI 1 1 1 IGACTTAAA 

TGACATGAAGTGAGAAAAAAA 

ATGAGAATAACCNTCNNGGGA 

ATTATAGAGGGTTATAATTCTA 

TCCCNACTATTTCAATAAAAGC 

CATCACGGG (SEQ ID NO: 383) 


CTP309A 


No significant match 




AAGC 1 1 1 C 1 C 1 GGCTTTCCGAA 

GGTAAAACTGTTGCCGAAGTT 

GCTGCGTTACAAGAGCGTATC 

CCAGAAACCATAAGGCTACAA 

CGCCGAAATTGGGAGCTACAT 

CAGTTTGAATCGATTCAAGAAG 

GTCATCGCTCAGGCCGTCCCA 

ATACACTGACCTCAAACTATCA 

GGCTCAAATCTTAGAGTGGGT 

CAACACAAGCCCACTCAATGC 

AGAACAAATCCGAGTCAAACT 

CGTGTCTGTTGAAACTCTTCG 
CAAG 1 1 1 1 1 GCGAGATTCAGG 
CATGGTCTTCAAACGCACCCG 
CCACAGCTTG (SEQ ID NO: 
3841 
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